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GenomeScope Profile
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GenomeScope Profile

len:538,634,137bp uniq:74.7%

aa:97.5% ab:2.52%
kcov:32.4 err:0.629% dup:1.46 k:21 p:2

r

unique sequence
-peaks

observed
w— QITOIS
kme

- full model

P ey f——————————————————————————

| | | |
L0+9G°| L0+20'| 90+20°G 00+20°0

Kouanbali4

150

100

50

Coverage



GenomeScope Profile
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GenomeScope Profile
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GenomeScope Profile
len:591,646,983bp uniq:68.7%
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GenomeScope Profile

len:587,111,251bp uniq:70.1%

aa:97.5% ab:2.52%
kcov:28.2 err:0.652% dup:1.27 k:21 p:2

unique sequence
r-peaks

observed
w— QITOIS
kme

- full model

e S —— e ——— ) — =]

| | | | |
L0+e0¢ /[0+=eG'L L0*+S0'L 90+e0'S 00+S0°0

Kouanbali4

120 140

100

Coverage



Frequency

5.0e+06

1.5e+07

1.0e+07

0.0e+00

GenomeScope Profile

len:536,624,417bp uniq:71.6%
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len:513,000,379bp uniq:73%
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GenomeScope Profile

len:613,577,529bp uniq:65.5%

aa:97.4% ab:2.57%
kcov:16 err:0.616% dup:0.924 k:21 p:2

e _—
O
c
g
o 2
o3 o
O O %.
c 00 ., 5
© € 2= =
] 8 E 56 O |e o ___ -
bwnﬁm
OS2 35 © X B
|
_ |
I |
|
|
|

L0*30°€ L0*80°¢ L0+80°} 00+20°0

Kouanbali4

80

60

Coverage



Frequency

4.0e+06 8.0e+06 1.2e+07

0.0e+00

GenomeScope Profile

len:567,156,101bp uniq:77.9%

aa:99.6% ab:0.403%

kcov:34.1 err:0.511% dup:2.4 k:21 p:2

observed

full model

unique sequence
errors
kmer-peaks

50 100

Coverage

150




Frequency

5.0e+06

1.5e+07

1.0e+07

0.0e+00

GenomeScope Profile

len:532,606,947bp uniq:71.4%
aa:97.1% ab:2.85%

kcov:38.9 err:0.679% dup:2.79 k:21 p:2

observed
full model

unique sequence

errors
kmer-peaks

0 50 100

/
|

Coverage

150

200



Frequency

5.0e+06

1.5e+07

1.0e+07

0.0e+00

GenomeScope Profile

len:543,299,643bp uniq:74.5%

aa:97.5% ab:2.53%

kcov:39.2 err:0.615% dup:1.62 k:21 p:2

|\
/

observed
full model

unique sequence

errors
kmer-peaks

0 50

|
100

Coverage

150

200




