
VIT
 2

18
s0

12
2g

00
45

0

V
IT 200s0174g00220

PO
PTR

 0
09

G
06

31
00

VIT 203s0180g00250

VIT 204s0044g00190 4

V
IT

 218s0001g01160

VIT 204s0044g00190 3

LO
C O

s0
4g

52
28

0.
1

LOC O
s0

8g16910.1
P

bC
A

D
4

LOC Os09g23540.1

V
IT

 2
00

s0
37

1g
00

05
0 

2

V
IT

 200s0174g00210

P
bC

A
D

2

VIT 204s0044g00210

VIT 200s0371g00100 VI
T 

21
8s

01
22

g0
04

50
 4

POPTR 007G049200

VIT 200s0174g00280

LOC O
s03g12270.1

P
bC

A
D

9

POPTR T149600

V
IT

 2
00

s0
34

6g
00

11
0 

2

VIT 210s0003g04910

V
IT

 2
00

s1
38

9g
00

01
0 

2

PtrCAD1

V
IT

 2
00

s1
38

9g
00

01
0

VIT 200s0174g00280 3

P
O

P
TR

 0
09

G
06

28
00

POPTR 001G300000

V
IT

 218s0001g14910 2

VIT
 2

00
s0

37
1g

00
03

0

A
T

4G
37

99
0.

1

VIT 206s0004g02380

AT3G
19450.1

V
IT

 200s0174g00270

VIT 200s0371g00100 2

VIT 200s0174g00280 2

NtaCAD19

AT2G21890.1

AT4G
34230.1

PO
PTR T149300

VI
T 

20
0s

03
71

g0
00

20

PbCAD3

V
IT

 2
00

s0
61

5g
00

01
0 

3

V
IT

 2
00

s0
21

8g
00

01
0

LO
C

 O
s04g15920.1

PO
PTR 016G

023300

P
bC

A
D

7

VIT 210s0003g04910 2

PtrC
AD2

P
bC

A
D

5

E
grC

A
D

2

V
IT

 2
00

s0
61

5g
00

01
0 

2

POPTR T149400

VIT 203s0180g00260

AT2G21730.1

VIT
 2

18
s0

12
2g

00
45

0 
2

VIT 206s0004g02370

PO
PT

R
 T

16
13

00

V
IT

 2
00

s0
34

6g
00

11
0

PO
PTR

 006G
024400

V
IT

 2
00

s0
37

1g
00

05
0

LOC Os02g09490.1

PpiCAD

P
O

P
TR

 0
09

G
06

34
00

V
IT

 200s0174g00270 2

PtaCAD

LOC Os09g23560.1

POPTR 003G196700

VIT 203s0110g00320

VIT 200s0
346g00080 3

VIT 202s0025g03100

LOC Os09g23550.1

V
IT

 218s0001g14910 3

A
T

4G
37

98
0.

1

VIT 204s0023g01434

VIT 200s0
346g00080

POPTR 011G148100

LOC O
s1

0g29470.1

V
IT

 218s0001g14910

VIT
 200s0

346g00080 2

VIT 204s0044g00190

P
O

P
T

R
 0

01
G

26
86

00

VIT 203s0180g00260 3

LOC Os09g23530.1

P
O

P
T

R
 0

09
G

06
29

00

NtaCAD14

P
bC

A
D

6
POPTR 001G307200
AT4G39330.1

VIT 210s0003g04910 3

V
IT

 2
00

s0
61

5g
00

01
0

VIT 207s0129g01030

V
IT

 2
00

s1
38

9g
00

01
0 

3

V
IT

 2
00

s0
61

5g
00

01
0 

4

P
bC

A
D

1

P
O

P
T

R
 0

06
G

19
91

00

VIT 202s0025g03110

POPTR 001G372400

ATC
AD

4

PO
PTR

 006G
024300

AT4G
37

97
0.

1

P
bC

A
D

8

VIT 203s0180g00260 2

POPTR 016G078300

E
guC

A
D

AT1G72680.1

V
IT

 2
00

s0
37

1g
00

05
0 

3

P
O

P
TR

 0
09

G
06

33
00

P
O

P
T

R
 0

16
G

06
53

00

VIT 204s0044g00190 2

POPTR 009G095800

LOC Os11g40690.1

VIT
 2

18
s0

12
2g

00
45

0 
3

LOC Os10g11810.1

ATC
A

D
5

POPTR 011G148200

V
IT

 200s0174g00270 3

Tree scale: 1


