Correlation of qRT-PCR/RNA-Seq data
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Figure S1. Correlation of qRT-PCR/RNA-Seq data for 9 tested genes.
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Figure S2 Cluster dendrogram of 18 CMs for JA/SA/MLP-responsive genes during poplar fungal
defense. Hierarchical clustering dendrogram of the average network adjacency for the identification
of co-expression modules (CMs). Genes in the same CM show the same color. The percentage of genes
assigned into different CMs for JA/SA/MLP-responsive genes and common responsive genes (CRG,
B).



