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Figure S1. GST-NdCTR1 purification on Ni-column. a: initial inclusion bodies fraction; b: molecular
weight marker; c-f: void volume; g h: elution with pH 6.0; ij: elution with pH 5.0. Inclusion bodies
were isolated by several washings of insoluble cellular fraction obtained after cell wall disruption
with washing buffer (2M Urea, 0.5% Triton X-100, 150 mM NaCl, 5 mM DTT, 20 mM Tris-HCl pH
7.5). Final pellet was solubilized in 6M Gu-HCI, 50 mM Tris-HCI pH 7.5 solution. After solubilization
it was loaded on a preequilibrated with binding buffer (6M Urea, 50 mM Tris-HCl, 0.5 M NaCl, 50
mM NaAc pH 8.0) Ni-IDA-Sepharose IMAC column. Elution was performed with pH step-gradient
(6.0, 5.0, 4.0). Elution buffer: 6M Urea, 50 mM Tris-HCl, 0.5 M NaCl, 50 mM NaAc, pH 8.0.



