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Abstract: The Lewy bodies and Lewy neurites are key pathological hallmarks of Parkinson’s disease
(PD). Single-point mutations associated with familial PD cause ax-synuclein (x-Syn) aggregation,
leading to the formation of Lewy bodies and Lewy neurites. Recent studies suggest «-Syn nucleates
through liquid-liquid phase separation (LLPS) to form amyloid aggregates in a condensate pathway.
How PD-associated mutations affect x-Syn LLPS and its correlation with amyloid aggregation
remains incompletely understood. Here, we examined the effects of five mutations identified in PD,
A30P, E46K, H50Q, A53T, and A53E, on the phase separation of o-Syn. All other «-Syn mutants
behave LLPS similarly to wild-type (WT) x-Syn, except that the E46K mutation substantially promotes
the formation of x-Syn condensates. The mutant x-Syn droplets fuse to WT «-Syn droplets and
recruit x-Syn monomers into their droplets. Our studies showed that «-Syn A30P, E46K, H50Q, and
A53T mutations accelerated the formation of amyloid aggregates in the condensates. In contrast, the
a-Syn A53E mutant retarded the aggregation during the liquid-to-solid phase transition. Finally, we
observed that WT and mutant x-Syn formed condensates in the cells, whereas the E46K mutation

apparently promoted the formation of condensates. These findings reveal that familial PD-associated
check for

updates mutations have divergent effects on x-Syn LLPS and amyloid aggregation in the phase-separated
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The deposition of Lewy bodies and Lewy neurites is one of the key pathological
hallmarks of Parkinson’s disease (PD) [1]. The amyloid aggregates of misfolded x-Syn
are the main components of Lewy bodies and Lewy neurites, which links «-Syn lesions
to PD [2]. Both soluble oligomers and insoluble fibrils are reported to contribute to «-Syn
neurotoxicity [3-5]. «-Syn is a small cytoplasmic soluble protein composed of 140 amino
acid residues, dividing into three domains: N-terminal domain (1-60 aa), non-amyloid-3

component (NAC) domain (61-95 aa), and C-terminal domain (96-140 aa) (Figure 1A) [6,7].
a-Syn is primarily located at the presynaptic terminal [8], involved in vesicle recycling and
synaptic remodeling. However, the exact physiological function of x-Syn is still largely
unknown [9].
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the lag stage, extension stage, and platform stage. A53T, the first discovered familial PD-
associated mutation, dramatically accelerates x-Syn aggregation in vitro, demonstrated
by a variety of biochemical methods [13,14]. It has been reported that A53T mutation
induces PD-like pathology in cells and animal models [15,16]. Another identified familial
PD-associated mutation that accelerates x-Syn aggregation is E46K, which disrupts the salt
bridge and rearranges the fibrous structure to accelerate the aggregation [17,18]. H50Q,
a mutation discovered in PD patients with a history of familial parkinsonism and dementia,
promotes amyloid aggregation by reducing the solubility of monomers and the lag time of
fibril formation in vitro [19-21]. Further studies suggest that the H50Q mutation stimulates
SH-SY5Y cells to secrete o-Syn and shows higher toxicity to cultured hippocampal neurons
than wild-type (WT) a-Syn [22]. A recent study reveals that the H50Q fibril has a different
structure from WT «-Syn, leading to faster aggregation and stronger cytotoxicity [23].
The effect of A30P mutation on «-Syn aggregation is controversial. While some studies
show that A30P accelerates the oligomerization of x-Syn but decelerates fibrillation, other
reports suggest that A30P decreases the oligomerization [13,24-27]. Interestingly, the A30P
mutant is more neurotoxic than WT «-Syn [28-31]. A53E is a recently identified missense
mutation of «-Syn associated with PD [32,33]. Compared with WT o-Syn, the A53E mutant
reduces the formation of amyloid aggregates in vitro but enhances the toxicity through
mitochondrial stress [34,35]. Another study reveals that «-Syn A53E mutation increases
proteasome activity to alter normal protein homeostasis [36]. The cell-based studies suggest
that a-Syn A53E mutation enhances cell death in response to environmental toxins due to
a larger population of oligomers [37].
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Figure 1. WT and familial PD-associated mutant x-Syn undergo LLPS in vitro. (A) Illustration
showing the familial PD-associated mutations. The NTD, NAC, and CTD of x-Syn are indicated
in different colors. (B) Turbidity assays showing the formation of phase-separated condensates by
WT and mutant a-Syn. Turbidity was evaluated by monitoring the absorbance at 405 nm. Data are
presented as mean £ SD (n = 3 independent replicates). p values were calculated using one-way
ANOVA with Tukey’s multiple comparisons test. n.s., p > 0.05. **, p < 0.01. (C) Fluorescence and
differential interference contrast (DIC) images showing the morphologies of Rhod-labeled WT and
mutant o-Syn droplets. The x-Syn concentration is 200 uM. Scale bar, 5 um. All the experiments were
carried out in the presence of 20% PEG-10000.
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Many intracellular membrane-less organelles, such as nucleoli, Promyelocytic leukemia
nuclear bodies, and P bodies, are formed by liquid-liquid phase separation (LLPS) [38,39].
The phase-separated condensates are usually spherical droplets with liquid properties and
high internal fluidity, enabling the exchange of molecules between the concentrated and
diluted phases. Interestingly, the aggregation of many amyloid-prone proteins is initiated
by LLPS, such as tau, RNA-binding protein fused in sarcoma (FUS), and «-Syn [40-42].
Recent studies showed «-Syn undergoes LLPS in vitro and further forms amyloid aggre-
gates through nucleation in the condensates [42,43]. The formation of x-Syn liquid-like
condensates was observed in a C. elegans model of PD [44]. During LLPS, «-Syn takes
an “elongated” conformation with a high local concentration, facilitating intermolecular
aggregation [45]. We showed that the C-terminal domain has a strong effect on -Syn LLPS
through the regulation of electrostatic interactions [46]. a-Syn-interacting factors, including
lipids, dopamine, and metal ions, could modulate the phase separation of x-Syn [42,47].
Most of the familial PD-associated mutations take effect on the amyloid aggregation of
o-Syn. How these mutations regulate x-Syn LLPS and the subsequent amyloid aggregation
in condensates remains to be determined.

In this work, we examined the effects of five previously identified mutations in
familial PD on the LLPS of a-Syn. While WT and all the mutated o-Syn proteins undergo
LLPS in vitro, the E46K mutation dramatically enhances the formation of condensates.
The high fluidity of the WT and mutant a-Syn condensates confirms that the initially
formed condensates are liquid-like. Further studies have shown that the droplets of x-Syn
mutants fuse with WT o-Syn droplets and recruit WT monomers. We observed that x-Syn
underwent a liquid-to-solid phase transition in the condensates, indicating the formation
of amyloid aggregation. The A30P, E46K, H50Q, and A53T mutations accelerated the
phase transition and the amyloid aggregation. In contrast, the A53E mutation retarded
this process, showing a distinct effect. Finally, we observed the condensates in the cells
expressing WT «-Syn or the mutants. Consistent with the in vitro study, the E46K mutation
increases the formation of condensates in the cells, suggesting the mutation of E46K
promotes amyloid aggregation by facilitating the LLPS of «-Syn. Together, our studies
suggest that the mutations from familial PD play distinct roles in x-Syn phase separation
and the amyloid aggregation in the phase-separated condensates, which may be implicated
in mutagenesis-caused PD.

2. Materials and Methods
2.1. Protein Expression and Purification

Recombinant untagged x-Syn was expressed in E. coli and purified by nickel affinity
chromatography as previously described [48-51]. The cDNA encoding the human «-Syn
gene was cloned into a pET28a-based SUMO vector [48]. The recombinant plasmid was
transformed into a BL21 (DE3) competent cell. The Hisg-SUMO-o-Syn fusion protein was
expressed by induction using 1 mM isopropyl 3-D-galactopyranoside (IPTG) when the
ODgq of culture reached 0.6-0.8. After another 2 h of induction at 37 °C, the bacteria were
harvested by centrifugation at 8000x g for 10 min at 4 °C. The pellets were resuspended
in 40 mL of lysis buffer (25 mM HEPES [pH 7.4], 150 mM KCl, and 20 mM imidazole)
containing 1 mM PMSF and protease inhibitor cocktail (Roche, one tablet per 100 mL
buffer). The bacteria were lysed using homogenization. The lysates were then centrifuged
at 18,000 x g for 30 min at 4 °C, and the Hisg-SUMO-&-Syn fusion protein in the supernatant
was purified by nickel affinity chromatography. The extra Hisg-SUMO tags were removed
by cleavage of SUMO protease. The purified untagged protein was subsequently dialyzed
overnight against a protein storage buffer (25 mM Tris-HCI [pH 7.4], 50 mM NacCl). The
monomeric x-Syn protein was characterized by gel filtration chromatography and Circular
Dichroism (CD) spectroscopy.

For EGFP-«-Syn protein preparation, the cDNA encoding EGFP and «-Syn were
incorporated into a pET28a-based SUMO vector. The EGFP-x-Syn fusion protein was
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expressed and purified following the same procedure as untagged «-Syn [48]. «-Syn
mutants were generated by site-directed mutagenesis and purified similarly to WT protein.

2.2. Protein Labeling

a-Syn was fluorescence-labeled by a rhodamine labeling kit following the manufac-
turer’s instructions (ThermoFisher Scientific, Waltham, MA, USA). Briefly, 1 mL «-Syn
protein at a concentration of 2 mg/mL was dialyzed against the labeling buffer (50 mM
sodium borate, pH 8.5) and mixed with 10-fold molar excess of rhodamine dye. After
incubation at room temperature for 1 h, the excess dye was removed by dialysis against the
protein storage buffer at 4 °C for 24 h. The dialysis buffer was changed every 4 h [48,52].

2.3. Confocal Imaging and FRAP Assay

Unlabeled and fluorescence-labeled WT or mutant o-Syn were mixed at a molar ratio
of 9:1 and 200 uM «-Syn mixture was incubated in the presence of 20% PEG-10000 (w/v)
to form droplets. For image acquisition, each 5 uL. sample was dropped on a glass slide,
covered with a 14 mm coverslip and visualized with a 100 X oil immersion objective under
a Nikon A1 microscope (Nikon Corporation, Japan).

For FRAP measurements, 5 puL of the fluorescence-labeled x-Syn condensates were
dropped onto a glass slide. FRAP was performed using a Nikon Al microscope with
a 561 nm laser. The measurements involved one pre-bleaching frames, one flash of bleach-
ing (100% of laser power), and twenty postbleaching frames. Data were normalized to the
maximal prebleach and minimal postbleach fluorescence intensities.

2.4. Turbidity and ThT Fluorescence Assay

The turbidity was employed to evaluate the protein phase separation. Turbidity
measurements were performed using a BioTek Synergy HT microplate reader. Then, 200 pM
WT and mutant x-Syn immediately underwent LLPS to form condensates in the presence
of 20% PEG-10000. The «-Syn WT and mutant samples were loaded into a transparent
96-well plate. The absorbance at 405 nm was measured at 37 °C immediately [48,52]. For the
kinetics assay, the samples were incubated at 37 °C without shaking, and OD measurements
were carried out at each time point. Full accounting of statistical significance was included
for each datum based on at least three independent experiments.

The amyloid aggregation of «-Syn was indicated by ThT fluorescence. The ThT
fluorescence assay was performed as previously described [48,52]. Then, 200 uM WT or
mutant o-Syn droplets were incubated at 37 °C without shaking. The samples were diluted
40-fold, and the final concentration of ThT was 40 uM. Fluorescence was measured every
6 h on a BioTek Synergy HT microplate reader with an excitation wavelength of 440 nm
and an emission wavelength of 485 nm.

2.5. Droplet—Droplet Fusion and «-Syn Monomer Recruitment Assay

For the measurement of droplet-droplet fusion between WT o-Syn droplets and
mutant x-Syn droplets, EGFP-labeled WT «-Syn liquid droplets and rhodamine-labeled
mutant «-Syn liquid droplets were prepared in the presence of 20% PEG-10000, respectively.
The WT a-Syn droplets and mutant x-Syn droplets were gently mixed at the molar ratio
of 1:1 and observed with a 100 X oil immersion objective under a Nikon A1 microscope at
488 nm and 561 nm.

We then developed the assays to measure the recruitment of WT a-Syn monomers to
mutant o-Syn liquid droplets. Then, 200 uM rhodamine-labeled «-Syn mutants underwent
LLPS to form liquid droplets in the presence of 20% PEG-10000. Subsequently, 10 uM
EGFP-labeled WT «-Syn, which could not form liquid droplets at the concentration, was
added to the liquid droplets formed by o-Syn mutants. The samples were gently mixed
and observed with a 100 X oil immersion objective under a Nikon Al microscope at 488 nm
and 561 nm.
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2.6. ThS Staining Assay

ThS solution was prepared at a concentration of 0.0625% in protein storage buffer.
For each sample, 10 puL of x-Syn WT and mutant condensates were incubated with 1 pL
ThS solution at 37 °C for 0 h, 24 h, and 48 h. ThS fluorescence was visualized with
a 100 X oil immersion objective under a Nikon A1l microscope at 488 nm [48]. In order
to exclude the background fluorescence and highlight the ThS fluorescence signal in the
a-Syn condensates, all the ThS images at 0 h, 24 h, and 48 h were obtained under the same
low laser power (10%).

2.7. CD Spectroscopy

Near UV CD spectra were measured using a Chirascan spectropolarimeter at 25 °C
with a 1 mm quartz cell. The readings were made at 1 nm intervals, and each data
point represented the average of five scans at a speed of 50 nm/min over the wave-
length range of 200-260 nm. The concentration of x-Syn protein is 15 uM. The data were
converted into mean residue weighted molar ellipticity using the following equation:
[0Tvrw = (100 x 6)/Cnl, where C is the protein concentration (mM), 0 is the measured
ellipticity (milli-degree), n is the number of residues, and [ is the path length (cm).

2.8. Cell Culture and Transfection

HeLa cells were maintained in Dulbecco’s Modified Eagle Medium (DMEM) sup-
plemented with 10% fetal bovine serum, 100 units/mL of penicillin, and 100 ug/mL of
streptomycin in a water-saturated atmosphere of 5% CO, at 37 °C [53]. Before transfec-
tion, HeLa cells were seeded onto a 15-mm confocal-dedicated glass-bottom cell culture
dish (NEST Biotechnology Co.LTD, China) and allowed to grow up to 60-80% confluence.
The cells were transfected with same amounts of indicated pmCherry C1 empty vector,
pmCherry C1-a-Syn WT, or mutant constructs using Lipofectamine® 2000 Reagent. After
transfection, the cells were continuously cultured for another 36 h. The a-Syn conden-
sates were visualized at 561nm with a 100 X oil immersion objective under a Nikon Al
microscope. The exposure time was controlled at a similar level.

2.9. Statistical Analysis

All data were presented as the mean + SD and were analyzed using GraphPad Prism
8.0.2 software for Windows. Statistical significance was calculated using one-way ANOVA,
and p-value < 0.05 was considered statistically significant.

3. Results
3.1. a-Syn and Its Familial PD-Associated Mutants Behave LLPS In Vitro

We expressed and purified recombinant WT «-Syn and familial PD-associated -
Syn mutants, A30P, H50Q, E46K, A53T, and A53E, to examine their behaviors in phase
separation (Figure 1A). Using the turbidity assay, which measures the phase-separated
condensates, we observed that all WT and mutant «-Syn proteins underwent LLPS in the
presence of PEG, a common crowding agent used to initiate «-Syn phase separation [48,52].
The E46K mutation increased the turbidity significantly, while all four other mutations had
little change (Figure 1B).

We then labeled the WT and mutant proteins with NHS-rhodamine [48]. Rhodamine-
labeled and unlabeled «-Syn were mixed at a molar ratio of 1:9 to form droplets [48,52].
Using confocal microscopy, we directly observed that all the «-Syn proteins formed spher-
ical condensates in the presence of 20% PEG-10000 (Figures 1C and S1). The size of the
condensates formed by the a-Syn E46K mutant was significantly larger than WT o-Syn
condensates (Figures 1C and S1). However, no noticeable size difference was observed for
the other four a-Syn mutants, consistent with the turbidity assay (Figures 1C and S1). We
then analyzed the numbers and total area proportion of the x-Syn WT and mutant droplets
in the fluorescence images. The E46K mutation has little effect on the number of «-Syn
droplets. The total area of E46K droplets was largely higher than that of WT and the other
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mutations, supporting that E46K significantly facilitated the LLPS of «-Syn (Figure S2).
Together, these studies suggest that E46K mutation promotes the LLPS of x-Syn, while the
single mutation of A30P, H50Q, A53T, or A53E has little effect on the initial formation of
a-Syn condensates [42,52].

3.2. The Familial PD-Associated a-Syn Mutations Do Not Affect the Fluidity of a-Syn Condensates

The liquid droplets formed by LLPS are characterized by fluidity, which allows
molecule movement inside the condensates and exchange between the concentrated and
diluted phases [54-56]. Then, we employed fluorescence recovery after photobleaching
(FRAP) assays to study the dynamics of x-Syn WT and mutants inside the condensates.
After the laser bleaching of the WT «-Syn condensates, the fluorescence intensity of the
bleached area was rapidly and completely recovered to their pre-bleaching state within
100 s, confirming the rapid fluidity of x-Syn inside the droplets (Figure 2A,B) [48,52,57]. A
similar FRAP was observed in all the droplets formed by «-Syn mutants (Figures 2 and S3),
suggesting familial PD-associated «-Syn mutations do not hinder the mobility of x-Syn
molecules in the initially formed droplets.
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Figure 2. The familial PD-associated mutations do not affect the fluidity of x-Syn condensates.
(A) Representative FRAP images of WT and mutant «-Syn condensates. The fluorescence images
of prebleached, bleached (0 s), and bleached after 100 s recovery are shown. Scale bar, 2 um.
(B) The normalized FRAP curves of «-Syn condensates shown in A. Data are presented as mean +
SD (n = 3 independent replicates) and normalized to the maximal prebleach and minimal postbleach
fluorescence intensities. The concentration of x-Syn is 200 pM. All the experiments were carried out
in the presence of 20% PEG-10000.

3.3. The Condensates of a-Syn Mutants Fuse with WT a-Syn Droplets and Recruit a-Syn Monomers

The heterozygous point mutations of a-Syn are one of the crucial factors leading
to familial PD. We then investigated the interplay between the mutant and WT «-Syn
proteins during phase separation. The EGFP-«-Syn WT fusion protein was expressed and
used to prepare the EGFP-labeled o-Syn droplets [48]. When we mixed the EGFP-labeled
WT «-Syn droplets with Rhod-labeled WT or mutant «-Syn droplets, respectively, the
a-Syn droplet—-droplet fusion was universally observed. These data suggest that all the
condensates formed by familial PD-associated «-Syn mutants could crossly fuse with WT
droplets (Figure 3) [48].
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Figure 3. The mutant and WT « -Syn droplets can fuse. Representative images showing the fusion of
two color-labeled droplets. The EGFP-labeled WT o-Syn droplets and Rhod-labeled WT and mutant
a-Syn droplets were gently mixed and visualized through a confocal microscope. Scale bar, 5 pm.
The experiments were performed in the presence of 20% PEG-10000.

Next, we tested whether the liquid droplets formed by o-Syn mutants could act as
a template to recruit WT o-Syn monomers, which were characterized by gel filtration
chromatography (Figure S4A). The CD measurement showed a typical random coil struc-
ture, consistent with the reported «-Syn monomer structure (Figure 54B) [42]. When we
added EGFP-labeled WT o-Syn monomers into the preformed Rhod-labeled mutant x-Syn
droplets, the WT «-Syn monomers were integrated inside the droplets freely (Figure 4).
Tau2N4R has been reported to interact with x-Syn and undergo LLPS [58,59]. We found
that «-Syn droplets could fuse with Tau2N4R droplets and recruit free Tau2N4R into the
droplets (Figure S5). Together, our data showed that the droplets formed by x-Syn mutants
could not only fuse with WT «-Syn droplets but also recruit «-Syn monomers, demon-
strating that an interplay occurred between WT and mutant o-Syn under phase separation.

A30P droplets E46K droplets H50Q droplets AS53T droplets AS53E droplets
/WT monomers /WT monomers /WT monomers /WT monomers /WT monomers

2
(%
<
3

Rhod-a-Syn
mutant

Merge

EGFP-a-Syn
WT i

Figure 4. The familial PD-associated mutant o-Syn droplets recruit x-Syn monomers. Representative
images showing the entry of EGFP-labeled «-Syn monomers into Rhod-labeled mutant «-Syn droplets.
The total concentrations of a-Syn mutants are 200 pM, and the concentration of EGFP-labeled o-
Syn monomers is 10 uM. Scale bar, 5 um. The experiments were performed in the presence of
20% PEG-10000.
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3.4. Different Effects of Familial PD-Associated «-Syn Mutations on the Amyloid Aggregation in
the Condensates

Recent studies suggest that phase separation facilitates «-Syn liquid-to-solid transition
and accelerates amyloid aggregation inside the condensates [42,44]. We incubated the
condensates formed by x-Syn WT or mutants for 48 h and examined their fluidity by the
FRAP assay. The fluorescence intensity of condensates formed by «-Syn WT and mutants
could not be recovered to the pre-bleaching, suggesting that the WT and mutant «-Syn
were turning to a solid-like state after incubation (Figure 5A,B). However, their recovery
rates were largely different. Compared with WT «-Syn condensates, the FRAP rate of
the condensates formed by the A53E mutant was measurably higher. In contrast, the
FRAP of A30P, A53T, E46K, and H50Q mutants was apparently lower (Figure 5B). These
studies suggest all the familial PD-associated mutations except A53E accelerate the rates of
liquid-to-solid transition, whereas A53E retards the phase transition in the phase-separated
condensates.
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A53E
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Fluorescence recovery (normalized)
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Figure 5. «-Syn undergoes a liquid-to-solid phase transition differently regulated by familial PD-
associated mutations. (A) Representative FRAP images of WT and mutant x-Syn condensates after
48 h incubation. The fluorescence images of prebleached, bleached (0 s), and bleached after 100 s
recovery are shown. Scale bar, 2 um. (B) The normalized FRAP curves of «-Syn condensates shown
in A. Data are presented as mean =+ SD (n = 3 independent replicates) and normalized to the maximal
prebleach and minimal postbleach fluorescence intensities. The concentration of x-Syn is 200 uM. All
the experiments were carried out in the presence of 20% PEG-10000.

Next, we examined whether x-Syn forms amyloid aggregates during the phase tran-
sition using the Thioflavin S (ThS) staining assay, which is commonly used for amyloid
staining in condensates [42,47,60]. No detectable ThS fluorescence signal was observed at
the initial stage of phase separation, indicating that «-Syn did not form amyloid aggregates
at the beginning of LLPS (Figure 6). After 24 h incubation, we observed the ThS fluorescence
signal, which was substantially improved at 48 h, indicating the formation of amyloid
structure over time in the condensates (Figure 6). Interestingly, the ThS fluorescence of
A30P, E46K, H50Q, and A53T mutants in the condensates was stronger than WT «-Syn and
the ThS fluorescence of AS3E mutant was weaker, confirming the correlation between the
liquid-to-solid phase transition and amyloid aggregation.
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ThS Merge
a-Syn: )

Figure 6. Distinct effects of familial PD-associated mutations on the formation of amyloid aggregates
in the condensates. ThS staining images showing the amyloid structure inside the «-Syn condensates.
WT or mutant x-Syn condensates were incubated with ThS for 0 h (Left), 24 h (Middle), and 48 h
(Right), respectively. Scale bar, 5 um. The concentration of x-Syn is 200 uM. The experiments were
performed in the presence of 20% PEG-10000.

We then measured the bulk solution turbidity and ThT fluorescence in the first 24 h
to further compare the effects of mutations on «-syn LLPS and amyloid aggregation. The
turbidity of a-Syn WT and five mutants increased continuously over time (Figure 7A).
The ThT fluorescence intensity of «-Syn WT and mutants increased with the incubation
time, suggesting the formation of the amyloid structure inside the condensates. Consistent
with the ThS assay, A30P, E46K, H50Q, and A53T mutations accelerated the formation of
a-Syn amyloid aggregates in the condensation pathway while the A53E mutant retarded
the aggregation (Figure 7B). Taken together, our findings demonstrated that familial PD-
associated mutations play distinct roles in forming amyloid aggregates, either promoting or
retarding amyloid aggregation in the condensates, via the regulation of the liquid-to-solid
phase transition.
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Figure 7. The familial PD-associated mutations have different effects on the amyloid aggregation of
a-Syn in the condensation pathway. Kinetic curves of turbidity (A) and ThT fluorescence intensity
(B) are shown. Data are presented as mean + SD (n = 3 independent replicates). In the ThT assays,
data are normalized to the maximal and minimal average fluorescence intensities. The concentrations
of «-Syn are 200 uM. All the experiments were carried out at 37 °C without shaking in the presence
of 20% PEG-10000.
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3.5. The E46K Mutation Promotes the Formation of Condensates in the Cells

While most studies examine a-Syn phase separation using the recombinant protein,
fewer studies were performed in cells [42,47,57,61]. Next, we examined whether the WT and
mutant x-Syn form condensates in the cultured cells. In a negative control experiment, we
transfected the pmCherry C1 empty vector into Hela cells. The mCherry fluorescence was
diffusely distributed throughout the whole cell with no condensates observed (Figure S6).
Then, mCherry-tagged o-Syn WT and mutants were expressed in HeLa cells, respectively.
We observed the condensates in the cells expressing WT «-Syn, consistent with previous
reports [42]. Furthermore, the fluorescence-labeled condensates were also observed in
HelLa cells expressing A30P, E46K, H50Q, A53T, or A53E mutants (Figure 8). Strikingly, the
E46K mutation obviously promoted the formation of x-Syn condensates, supporting that it
facilitates o-Syn LLPS dramatically.

mCherry-a-Syn mCherry-a-Syn mCherry-a-Syn
WT A30P E46K

mCherry-a-Syn mCherry-a-Syn mCherry-a-Syn
H50Q AS53T A53E

Figure 8. The E46K mutation promotes the formation of x-Syn condensates in cells. Representative
confocal images of HeLa cells expressing WT and mutant mCherry-u-Syn, respectively. Scale bar,
5 um.

4. Discussion

It has been established that the amyloid aggregation of x-Syn is closely related to the
pathogenesis of PD [62-64]. The o-Syn oligomers and fibrils have a variety of cytotoxicity
and neurotoxicity, which leads to the disease progression of PD [3-5,65]. The assemblies of
o-Syn are considered promising drug targets for PD therapy. Hence, the amyloid aggre-
gation of a-Syn have attracted much attention in the past few decades. Among the three
domains, the central hydrophobic NAC domain primarily drives the intermolecular assem-
bly, whereas the flanking domains play a further regulatory role. In the natural state, x-Syn
shields the NAC domain and prevents aggregation through the long-range intramolecular
interaction between the positively charged N-terminal and negatively charged C-terminal
domains [66]. Multiple factors contributing to PD, such as heavy metal ions and abnormal
phosphorylation, are able to change the kinetics of «-Syn aggregation by altering the charge
balance to expose the hydrophobic NAC domain [67].

The familial PD-associated mutations of «-Syn are key factors leading to PD. Several
familial PD-associated single-point mutations have been successively identified in recent
decades, including A53T, A30P, E46K, H50Q, and A53E [62]. Multiple studies confirmed
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that the A53T, E46K, and H50Q mutations could accelerate the kinetics of a-Syn amyloid
aggregation in vitro, although their mechanisms are not identical [13,17,20]. The mutation
of A53E was reported to retard the amyloid aggregation of x-Syn, while the effect of A30P
mutation remains incompletely understood [13,24-27,34]. Many lines of evidence suggest
that «a-Syn may take two pathways to form amyloid aggregates. One is the traditional
deposition pathway, and the other is the recently discovered condensation pathway [42,44].
While the roles of familial PD-associated mutations in «-Syn amyloid aggregation have
been widely studied in the deposition pathway, the effects of x-Syn mutations on amyloid
aggregation under the condensation pathway remain to be determined.

This work comprehensively examined the effects of five mutations commonly discov-
ered in familial PD on o-Syn LLPS. Our data suggested that the E46K mutation significantly
promotes a-Syn LLPS, consistent with the previous study [42]. We observed that x-Syn
undergoes a liquid-to-solid phase transition to form amyloid aggregation in the condensa-
tion pathway. Interestingly, the familial PD-associated mutations show divergent effects on
this phase transition process. While all four other mutations, including E46K, promote the
phase transition and amyloid aggregation, the A53E mutation apparently retards «-Syn
aggregation in the condensation pathway.

Heterozygous o-Syn missense mutations exist in most patients with familial
PD [11,32,68,69]. The fibrils formed by mutants could template WT a-syn monomers
to form cross-seeding amyloid fibrils, inheriting the structure and pathological properties
of mutants [18]. These studies suggest the interplays between WT and mutant «-Syn play
critical roles in the progression of PD. We observed that the liquid droplets formed by
a-Syn mutants could crossly fuse with WT «-Syn droplets, providing evidence for the
interactions of familial PD-associated «-Syn mutants with WT «-Syn in the phase-separated
condensates. The recruitment of WT «-Syn monomers into the mutant condensates further
suggests that the formation of cross-seeding «-Syn aggregates could be facilitated by the
phase separation.

In this cell-based study, we observed that the cells expressing the «-Syn E46K mutant
generate more condensates than those expressing WT o-Syn or the other four mutants,
consistent with the findings in LLPS assays using recombinant proteins. Why does E46K
have such a substantial effect on «-Syn phase separation? Previous studies suggest E46K
mutation disrupts the salt bridge between E46 and K80 [17]. We recently showed that
a-Syn phase separation is highly regulated by electrostatic interactions [46]. Therefore, we
postulate that the E46K mutation may promote x-Syn phase separation via the alternation
of electrostatic interactions, facilitating the intermolecular associations. Since the roles of
the LLPS in -Syn aggregation in vivo and PD pathogenesis remain elusive, the relevance
of our studies using the recombinant WT and mutant x-syn proteins with the pathogenesis
of familial PD-associated «-syn mutations needs to be further determined. Furthermore,
the effects of sporadic PD-related mutations on «-Syn LLPS and amyloid aggregation need
to be studied.

Taken together, these findings suggest o-Syn familial PD-associated mutations have
divergent effects on x-Syn phase separation and subsequent amyloid aggregation in the
condensation pathway. The mutants interact with WT a-Syn by the manners of droplet
fusion or monomer recruitment, which puts forward a new insight into the crosstalk
between WT and PD-associated mutant «-Syn under LLPS.

5. Conclusions

In this work, we investigated the effects of five familial PD-associated mutations,
A30P, E46K, H50Q, A53T, and A53E, on the phase separation and phase transition of
a-Syn. By using confocal imaging, turbidity, FRAP, and cell-based assays, we showed
that the E46K mutation substantially promotes the x-Syn phase separation, while four
other mutations have little effect on the initial formation of «-Syn condensates. «-Syn
A30P, E46K, H50Q, and A53T mutations accelerate the amyloid aggregation in the phase-
separated condensates. In contrast, the a-Syn A53E mutation retarded the aggregation
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during the liquid-to-solid phase transition. The droplet—droplet fusion assay and «-Syn
monomer recruitment experiments suggested that the mutant «-Syn droplets could fuse
to WT o-Syn droplets and recruit o-Syn monomers into their droplets, demonstrating
that an interplay occurred between WT and mutant «-Syn under phase separation. Our
findings reveal that familial PD-associated mutations have distinct effects on «-Syn LLPS
and amyloid aggregation, providing new insights into the pathogenesis of PD-associated
a-Syn mutations.

Supplementary Materials: The following supporting information can be downloaded at:
https:/ /www.mdpi.com/article/10.3390/biom13050726/s1, Figure S1: Additional fluorescence
images of WT and mutant o-Syn droplets corresponding to Figure 1C; Figure S2: The quantified
numbers (A) and total area proportion (B) of WT and mutant «-Syn droplets in the fluorescence
images; Figure S3: The FRAP of x-Syn E46K droplets with small size; Figure S4: Characterization of
a-Syn protein by gel filtration chromatography and CD spectroscopy; Figure S5: a-Syn droplets fuse
with Tau2N4R droplets and recruit free Tau2N4R protein; Figure S6: Representative confocal image
of HeLa cells transfected with pmcherry C1 empty vector.

Author Contributions: Conceptualization, B.X., L.Z. and H.Y.; Methodology, B.X., Y.L. (Yunpeng Liu)
and Y.L. (Yinghui Liu); Formal analysis, B.X., Y.L. (Yinghui Liu) and L.Z.; Investigation, B.X., EF. and
Y.L. (Yunpeng Liu); Data curation, B.X., EF. and Y.L. (Yinghui Liu); Supervision, Y.L. (Yinghui Liu),
L.Z. and H.Y,; Funding acquisition, Y.L. (Yinghui Liu) and H.Y.; Writing—original draft preparation,
B.X., L.Z. and H.Y.; Writing—review and editing, B.X., Y.L. (Yinghui Liu), L.Z. and H.Y. All authors
have read and agreed to the published version of the manuscript.

Funding: This work was supported by the National Natural Science Foundation of China grants (Nos.
32100546 and 31871425), the Natural Science Foundation of Jiangsu Province (BK20200036), Jiangsu
Province’s Innovation Program (JSSCTD202142), the Priority Academic Program Development of
Jiangsu Higher Education Institutions (PAPD), the Six Talent Peaks Project in Jiangsu Province, the
Postgraduate Research & Practice Innovation Program of Jiangsu Province.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data are contained within the article.

Acknowledgments: We acknowledge Xiaojun Wang for the technical and administrative support.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Goedert, M.; Spillantini, M.G.; Del Tredici, K.; Braak, H. 100 years of Lewy pathology. Nat. Rev. Neurol. 2013, 9, 13-24. [CrossRef]

2. Spillantini, M.G.; Schmidt, M.L.; Lee, VM.; Trojanowski, J.Q.; Jakes, R.; Goedert, M. Alpha-synuclein in Lewy bodies. Nature 1997,
388, 839-840. [CrossRef]

3. Karpinar, D.P; Balija, M.B.; Kiigler, S.; Opazo, F; Rezaei-Ghaleh, N.; Wender, N.; Kim, H.Y.; Taschenberger, G.; Falkenburger, B.H.;
Heise, H.; et al. Pre-fibrillar alpha-synuclein variants with impaired beta-structure increase neurotoxicity in Parkinson’s disease
models. EMBO ]. 2009, 28, 3256-3268. [CrossRef]

4. Volpicelli-Daley, L.A.; Luk, K.C,; Patel, T.P; Tanik, S.A.; Riddle, D.M.; Stieber, A.; Meaney, D.F,; Trojanowski, ].Q.; Lee, VM.
Exogenous x-synuclein fibrils induce Lewy body pathology leading to synaptic dysfunction and neuron death. Neuron 2011, 72,
57-71. [CrossRef] [PubMed]

5. Fusco, G.; Chen, SW.; Williamson, PT.F,; Cascella, R.; Perni, M.; Jarvis, J.A.; Cecchi, C.; Vendruscolo, M.; Chiti, F,;
Cremades, N.; et al. Structural basis of membrane disruption and cellular toxicity by «-synuclein oligomers. Science 2017,
358, 1440-1443. [CrossRef]

6. Ulmer, T.S,; Bax, A.; Cole, N.B.; Nussbaum, R.L. Structure and dynamics of micelle-bound human alpha-synuclein. . Biol. Chem.
2005, 280, 9595-9603. [CrossRef] [PubMed]

7. Eliezer, D.; Kutluay, E.; Bussell, R., Jr.; Browne, G. Conformational properties of alpha-synuclein in its free and lipid-associated
states. J. Mol. Biol. 2001, 307, 1061-1073. [CrossRef] [PubMed]

8.  Maroteaux, L.; Campanelli, ].T.; Scheller, R.H. Synuclein: A neuron-specific protein localized to the nucleus and presynaptic nerve
terminal. J. Neurosci. 1988, 8, 2804-2815. [CrossRef]

9. Burré, J.; Sharma, M.; Tsetsenis, T.; Buchman, V.; Etherton, M.R,; Stidhof, T.C. Alpha-synuclein promotes SNARE-complex
assembly in vivo and in vitro. Science 2010, 329, 1663-1667. [CrossRef]


https://www.mdpi.com/article/10.3390/biom13050726/s1
https://doi.org/10.1038/nrneurol.2012.242
https://doi.org/10.1038/42166
https://doi.org/10.1038/emboj.2009.257
https://doi.org/10.1016/j.neuron.2011.08.033
https://www.ncbi.nlm.nih.gov/pubmed/21982369
https://doi.org/10.1126/science.aan6160
https://doi.org/10.1074/jbc.M411805200
https://www.ncbi.nlm.nih.gov/pubmed/15615727
https://doi.org/10.1006/jmbi.2001.4538
https://www.ncbi.nlm.nih.gov/pubmed/11286556
https://doi.org/10.1523/JNEUROSCI.08-08-02804.1988
https://doi.org/10.1126/science.1195227

Biomolecules 2023, 13, 726 13 of 15

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

Zarranz, ].].; Alegre, J.; Gémez-Esteban, J.C.; Lezcano, E.; Ros, R.; Ampuero, I; Vidal, L.; Hoenicka, ]J.; Rodriguez, O;
Atarés, B.; et al. The new mutation, E46K, of alpha-synuclein causes Parkinson and Lewy body dementia. Ann. Neurol. 2004,
55,164-173. [CrossRef]

Polymeropoulos, M.H.; Lavedan, C.; Leroy, E.; Ide, S.E.; Dehejia, A.; Dutra, A.; Pike, B.; Root, H.; Rubenstein, J.; Boyer, R.; et al.
Mutation in the alpha-synuclein gene identified in families with Parkinson’s disease. Science 1997, 276, 2045-2047. [CrossRef]
Rosborough, K.; Patel, N.; Kalia, L.V. a-Synuclein and Parkinsonism: Updates and Future Perspectives. Curr. Neurol. Neurosci.
Rep. 2017, 17, 31. [CrossRef] [PubMed]

Conway, K.A.; Harper, ].D.; Lansbury, P.T. Accelerated in vitro fibril formation by a mutant alpha-synuclein linked to early-onset
Parkinson disease. Nat. Med. 1998, 4, 1318-1320. [CrossRef] [PubMed]

Narhi, L.; Wood, S.J.; Steavenson, S.; Jiang, Y.; Wu, G.M.; Anafi, D.; Kaufman, S.A.; Martin, E; Sitney, K.; Denis, P; et al. Both
familial Parkinson’s disease mutations accelerate alpha-synuclein aggregation. J. Biol. Chem. 1999, 274, 9843-9846. [CrossRef]
Henrich, M.T.; Geibl, EF,; Lee, B.; Chiu, W.H.; Koprich, ]J.B.; Brotchie, ] M.; Timmermann, L.; Decher, N.; Matschke, L.A;
Oertel, W.H. A53T-a-synuclein overexpression in murine locus coeruleus induces Parkinson’s disease-like pathology in neurons
and glia. Acta Neuropathol. Commun. 2018, 6, 39. [CrossRef]

Giasson, B.I.; Duda, J.E.; Quinn, S.M.; Zhang, B.; Trojanowski, ].Q.; Lee, V.M. Neuronal alpha-synucleinopathy with severe
movement disorder in mice expressing A53T human alpha-synuclein. Neuron 2002, 34, 521-533. [CrossRef] [PubMed]

Zhao, K,; Li, Y,; Liu, Z,; Long, H.; Zhao, C.; Luo, F; Sun, Y,; Tao, Y.; Su, X.D.; Li, D.; et al. Parkinson’s disease associated mutation
E46K of a-synuclein triggers the formation of a distinct fibril structure. Nat. Commun. 2020, 11, 2643. [CrossRef]

Long, H.; Zheng, W,; Liu, Y,; Sun, Y.; Zhao, K,; Liu, Z.; Xia, W,; Lv, S,; Liu, Z.; Li, D.; et al. Wild-type a-synuclein inherits
the structure and exacerbated neuropathology of E46K mutant fibril strain by cross-seeding. Proc. Natl. Acad. Sci. USA 2021,
118, €2012435118. [CrossRef]

Appel-Cresswell, S.; Vilarino-Guell, C.; Encarnacion, M.; Sherman, H.; Yu, I.; Shah, B.; Weir, D.; Thompson, C.; Szu-Tu, C,;
Trinh, J.; et al. Alpha-synuclein p.H50Q, a novel pathogenic mutation for Parkinson’s disease. Mov. Disord. 2013, 28, 811-813.
[CrossRef]

Ghosh, D.; Mondal, M.; Mohite, G.M.; Singh, PK.; Ranjan, P.; Anoop, A.; Ghosh, S.; Jha, N.N.; Kumar, A.; Maji, S.K. The
Parkinson’s disease-associated H50Q mutation accelerates a-Synuclein aggregation in vitro. Biochemistry 2013, 52, 6925-6927.
[CrossRef]

Porcari, R.; Proukakis, C.; Waudby, C.A.; Bolognesi, B.; Mangione, P.P,; Paton, J.F; Mullin, S.; Cabrita, L.D.; Penco, A;
Relini, A.; et al. The H50Q mutation induces a 10-fold decrease in the solubility of x-synuclein. J. Biol. Chem. 2015, 290,
2395-2404. [CrossRef] [PubMed]

Khalaf, O.; Fauvet, B.; Oueslati, A.; Dikiy, I.; Mahul-Mellier, A.L.; Ruggeri, ES.; Mbefo, M.K.; Vercruysse, E; Dietler, G,;
Lee, S.J.; et al. The H50Q mutation enhances x-synuclein aggregation, secretion, and toxicity. J. Biol. Chem. 2014, 289, 21856-21876.
[CrossRef] [PubMed]

Boyer, D.R,; Li, B.; Sun, C.; Fan, W.; Sawaya, M.R,; Jiang, L.; Eisenberg, D.S. Structures of fibrils formed by o-synuclein hereditary
disease mutant H50Q reveal new polymorphs. Nat. Struct. Mol. Biol. 2019, 26, 1044-1052. [CrossRef] [PubMed]

Conway, K.A.; Lee, S.J.; Rochet, J.C.; Ding, T.T.; Williamson, R.E.; Lansbury, PT., Jr. Acceleration of oligomerization, not
fibrillization, is a shared property of both alpha-synuclein mutations linked to early-onset Parkinson’s disease: Implications for
pathogenesis and therapy. Proc. Natl. Acad. Sci. USA 2000, 97, 571-576. [CrossRef]

Ono, K; Ikeda, T.; Takasaki, J.; Yamada, M. Familial Parkinson disease mutations influence a-synuclein assembly. Neurobiol. Dis.
2011, 43, 715-724. [CrossRef]

Li, J.; Uversky, V.N.; Fink, A.L. Conformational behavior of human alpha-synuclein is modulated by familial Parkinson’s disease
point mutations A30P and A53T. Neurotoxicology 2002, 23, 553-567. [CrossRef]

Li, J.; Uversky, V.N.; Fink, A L. Effect of familial Parkinson’s disease point mutations A30P and A53T on the structural properties,
aggregation, and fibrillation of human alpha-synuclein. Biochemistry 2001, 40, 11604-11613. [CrossRef]

Winner, B.; Jappelli, R.; Maji, S.K.; Desplats, P.A.; Boyer, L.; Aigner, S.; Hetzer, C.; Loher, T.; Vilar, M.; Campioni, S; et al. In vivo
demonstration that alpha-synuclein oligomers are toxic. Proc. Natl. Acad. Sci. USA 2011, 108, 4194—4199. [CrossRef]

Wersinger, C.; Sidhu, A. Differential cytotoxicity of dopamine and H,O, in a human neuroblastoma divided cell line transfected
with alpha-synuclein and its familial Parkinson’s disease-linked mutants. Neurosci. Lett. 2003, 342, 124-128. [CrossRef]
Moussa, C.E.; Wersinger, C.; Tomita, Y.; Sidhu, A. Differential cytotoxicity of human wild type and mutant alpha-synuclein in
human neuroblastoma SH-SY5Y cells in the presence of dopamine. Biochemistry 2004, 43, 5539-5550. [CrossRef]

Choong, C.J.; Say, Y.H. Neuroprotection of x-synuclein under acute and chronic rotenone and maneb treatment is abolished by its
familial Parkinson’s disease mutations A30P, A53T and E46K. Neurotoxicology 2011, 32, 857-863. [CrossRef] [PubMed]

Pasanen, P.; Myllykangas, L.; Siitonen, M.; Raunio, A.; Kaakkola, S.; Lyytinen, ].; Tienari, PJ.; Péyhonen, M.; Paetau, A. Novel
a-synuclein mutation A53E associated with atypical multiple system atrophy and Parkinson’s disease-type pathology. Neurobiol.
Aging 2014, 35, 2180.e1-2180.e5. [CrossRef] [PubMed]

Picillo, M.; Lizarraga, K.J.; Friesen, E.L.; Chau, H.; Zhang, M.; Sato, C.; Rooke, G.; Munhoz, R.P; Rogaeva, E.; Fraser, PE.; et al.
Parkinsonism due to A53E a-synuclein gene mutation: Clinical, genetic, epigenetic, and biochemical features. Mov. Disord. 2018,
33, 1950-1955. [CrossRef] [PubMed]


https://doi.org/10.1002/ana.10795
https://doi.org/10.1126/science.276.5321.2045
https://doi.org/10.1007/s11910-017-0737-y
https://www.ncbi.nlm.nih.gov/pubmed/28324300
https://doi.org/10.1038/3311
https://www.ncbi.nlm.nih.gov/pubmed/9809558
https://doi.org/10.1074/jbc.274.14.9843
https://doi.org/10.1186/s40478-018-0541-1
https://doi.org/10.1016/S0896-6273(02)00682-7
https://www.ncbi.nlm.nih.gov/pubmed/12062037
https://doi.org/10.1038/s41467-020-16386-3
https://doi.org/10.1073/pnas.2012435118
https://doi.org/10.1002/mds.25421
https://doi.org/10.1021/bi400999d
https://doi.org/10.1074/jbc.M114.610527
https://www.ncbi.nlm.nih.gov/pubmed/25505181
https://doi.org/10.1074/jbc.M114.553297
https://www.ncbi.nlm.nih.gov/pubmed/24936070
https://doi.org/10.1038/s41594-019-0322-y
https://www.ncbi.nlm.nih.gov/pubmed/31695184
https://doi.org/10.1073/pnas.97.2.571
https://doi.org/10.1016/j.nbd.2011.05.025
https://doi.org/10.1016/S0161-813X(02)00066-9
https://doi.org/10.1021/bi010616g
https://doi.org/10.1073/pnas.1100976108
https://doi.org/10.1016/S0304-3940(03)00212-X
https://doi.org/10.1021/bi036114f
https://doi.org/10.1016/j.neuro.2011.05.012
https://www.ncbi.nlm.nih.gov/pubmed/21658409
https://doi.org/10.1016/j.neurobiolaging.2014.03.024
https://www.ncbi.nlm.nih.gov/pubmed/24746362
https://doi.org/10.1002/mds.27506
https://www.ncbi.nlm.nih.gov/pubmed/30423204

Biomolecules 2023, 13, 726 14 of 15

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

Rutherford, N.J.; Giasson, B.I. The A53E «-synuclein pathological mutation demonstrates reduced aggregation propensity in vitro
and in cell culture. Neurosci. Lett. 2015, 597, 43-48. [CrossRef]

Ghosh, D.; Sahay, S.; Ranjan, P.; Salot, S.; Mohite, G.M.; Singh, PK.; Dwivedi, S.; Carvalho, E.; Banerjee, R.; Kumar, A.; et al. The
newly discovered Parkinson’s disease associated Finnish mutation (A53E) attenuates x-synuclein aggregation and membrane
binding. Biochemistry 2014, 53, 6419-6421. [CrossRef]

Léazaro, D.F,; Dias, M.C,; Carija, A.; Navarro, S.; Madaleno, C.S.; Tenreiro, S.; Ventura, S.; Outeiro, T.F. The effects of the novel
AB3E alpha-synuclein mutation on its oligomerization and aggregation. Acta Neuropathol. Commun. 2016, 4, 128. [CrossRef]
Mohite, G.M.; Navalkar, A.; Kumar, R.; Mehra, S.; Das, S.; Gadhe, L.G.; Ghosh, D.; Alias, B.; Chandrawanshi, V.; Ramakrishnan,
A.; et al. The Familial x-Synuclein A53E Mutation Enhances Cell Death in Response to Environmental Toxins Due to a Larger
Population of Oligomers. Biochemistry 2018, 57, 5014-5028. [CrossRef]

Shin, Y.; Brangwynne, C.P. Liquid phase condensation in cell physiology and disease. Science 2017, 357, eaaf4382. [CrossRef]
Banani, S.F; Lee, H.O.; Hyman, A.A.; Rosen, M.K. Biomolecular condensates: Organizers of cellular biochemistry. Nat. Rev. Mol.
Cell Biol. 2017, 18, 285-298. [CrossRef]

Wegmann, S.; Eftekharzadeh, B.; Tepper, K.; Zoltowska, K.M.; Bennett, R.E.; Dujardin, S.; Laskowski, P.R.; MacKenzie, D.;
Kamath, T.; Commins, C.; et al. Tau protein liquid-liquid phase separation can initiate tau aggregation. EMBO ]. 2018, 37, €98049.
[CrossRef]

Patel, A.; Lee, H.O.; Jawerth, L.; Maharana, S.; Jahnel, M.; Hein, M.Y; Stoynov, S.; Mahamid, ].; Saha, S.; Franzmann, T.M.; et al.
A Liquid-to-Solid Phase Transition of the ALS Protein FUS Accelerated by Disease Mutation. Cell 2015, 162, 1066-1077. [CrossRef]
Ray, S; Singh, N.; Kumar, R.; Patel, K.; Pandey, S.; Datta, D.; Mahato, J.; Panigrahi, R.; Navalkar, A.; Mehra, S.; et al. a-Synuclein
aggregation nucleates through liquid-liquid phase separation. Nat. Chem. 2020, 12, 705-716. [CrossRef] [PubMed]

Mukherjee, S.; Sakunthala, A.; Gadhe, L.; Poudyal, M.; Sawner, A.S.; Kadu, P.; Maji, S.K. Liquid-liquid Phase Separation of
a-Synuclein: A New Mechanistic Insight for «-Synuclein Aggregation Associated with Parkinson’s Disease Pathogenesis. J. Mol.
Biol. 2023, 435, 167713. [CrossRef]

Hardenberg, M.C; Sinnige, T.; Casford, S.; Dada, S.T.; Poudel, C.; Robinson, E.A.; Fuxreiter, M.; Kaminksi, C.F; Kaminski Schierle,
G.S.; Nollen, E.A.A_; et al. Observation of an x-synuclein liquid droplet state and its maturation into Lewy body-like assemblies.
J. Mol. Cell Biol. 2021, 13, 282-294. [CrossRef] [PubMed]

Ubbiali, D.; Fratini, M.; Piersimoni, L.; Ihling, C.H.; Kipping, M.; Heilmann, I.; Iacobucci, C.; Sinz, A. Direct Observation of
"Elongated" Conformational States in «-Synuclein upon Liquid-Liquid Phase Separation. Angew. Chem. Int. Ed. Engl. 2022, 61,
€202205726. [CrossRef] [PubMed]

Huang, S.; Mo, X.; Wang, J.; Ye, X,; Yu, H.; Liu, Y. a-Synuclein phase separation and amyloid aggregation are modulated by
C-terminal truncations. FEBS Lett. 2022, 596, 1388-1400. [CrossRef] [PubMed]

Sawner, A.S.; Ray, S.; Yadav, P.; Mukherjee, S.; Panigrahi, R.; Poudyal, M.; Patel, K.; Ghosh, D.; Kummerant, E.; Kumar, A.; et al.
Modulating «-Synuclein Liquid-Liquid Phase Separation. Biochemistry 2021, 60, 3676-3696. [CrossRef]

Xu, B.; Huang, S.; Liu, Y,; Wan, C.; Gu, Y.; Wang, D.; Yu, H. Manganese promotes a-synuclein amyloid aggregation through the
induction of protein phase transition. J. Biol. Chem. 2022, 298, 101469. [CrossRef]

Yu, H.; Rathore, S.S.; Shen, C.; Liu, Y.; Ouyang, Y.; Stowell, M.H.; Shen, J. Reconstituting Intracellular Vesicle Fusion Reactions:
The Essential Role of Macromolecular Crowding. J. Am. Chem. Soc. 2015, 137, 12873-12883. [CrossRef]

Liu, Y.; Wan, C.; Rathore, S.S.; Stowell, M.H.B.; Yu, H.; Shen, ]. SNARE Zippering Is Suppressed by a Conformational Constraint
that Is Removed by v-SNARE Splitting. Cell Rep. 2021, 34, 108611. [CrossRef]

Yu, H; Shen, C; Liu, Y.; Menasche, B.L.; Ouyang, Y.; Stowell, M.H.B.; Shen, ]. SNARE zippering requires activation by SNARE-like
peptides in Secl/Munc18 proteins. Proc. Natl. Acad. Sci. USA 2018, 115, E8421-E8429. [CrossRef] [PubMed]

Xu, B.; Chen, J.; Liu, Y. Curcumin Interacts with a-Synuclein Condensates To Inhibit Amyloid Aggregation under Phase Separation.
ACS Omega 2022, 7, 30281-30290. [CrossRef]

He, R.; Liu, F; Wang, H.; Huang, S.; Xu, K.; Zhang, C.; Liu, Y;; Yu, H. ORP9 and ORP10 form a heterocomplex to transfer
phosphatidylinositol 4-phosphate at ER-TGN contact sites. Cell. Mol. Life Sci. 2023, 80, 77. [CrossRef] [PubMed]

Wang, B.; Zhang, L.; Dai, T.; Qin, Z.; Lu, H.; Zhang, L.; Zhou, F. Liquid-liquid phase separation in human health and diseases.
Signal Transduct. Target. Ther. 2021, 6, 290. [CrossRef]

Gomes, E.; Shorter, J. The molecular language of membraneless organelles. ]. Biol. Chem. 2019, 294, 7115-7127. [CrossRef]
[PubMed]

Zhang, H.; Ji, X,; Li, P; Liu, C; Lou, J.; Wang, Z.; Wen, W.; Xiao, Y.; Zhang, M.; Zhu, X. Liquid-liquid phase separation in biology:
Mechanisms, physiological functions and human diseases. Sci. China Life Sci. 2020, 63, 953-985. [CrossRef]

Xu, B.; Mo, X,; Chen, J.; Yu, H.; Liu, Y. Myricetin Inhibits x-Synuclein Amyloid Aggregation by Delaying the Liquid-to-Solid
Phase Transition. Chembiochem 2022, 23, €202200216. [CrossRef]

Boyko, S.; Surewicz, WK. Tau liquid-liquid phase separation in neurodegenerative diseases. Trends Cell Biol. 2022, 32, 611-623.
[CrossRef]

Pan, L.; Li, C.; Meng, L; Tian, Y.; He, M.; Yuan, X.; Zhang, G.; Zhang, Z.; Xiong, J.; Chen, G; et al. Tau accelerates x-synuclein
aggregation and spreading in Parkinson’s disease. Brain 2022, 145, 3454-3471. [CrossRef]


https://doi.org/10.1016/j.neulet.2015.04.022
https://doi.org/10.1021/bi5010365
https://doi.org/10.1186/s40478-016-0402-8
https://doi.org/10.1021/acs.biochem.8b00321
https://doi.org/10.1126/science.aaf4382
https://doi.org/10.1038/nrm.2017.7
https://doi.org/10.15252/embj.201798049
https://doi.org/10.1016/j.cell.2015.07.047
https://doi.org/10.1038/s41557-020-0465-9
https://www.ncbi.nlm.nih.gov/pubmed/32514159
https://doi.org/10.1016/j.jmb.2022.167713
https://doi.org/10.1093/jmcb/mjaa075
https://www.ncbi.nlm.nih.gov/pubmed/33386842
https://doi.org/10.1002/anie.202205726
https://www.ncbi.nlm.nih.gov/pubmed/36115020
https://doi.org/10.1002/1873-3468.14361
https://www.ncbi.nlm.nih.gov/pubmed/35485974
https://doi.org/10.1021/acs.biochem.1c00434
https://doi.org/10.1016/j.jbc.2021.101469
https://doi.org/10.1021/jacs.5b08306
https://doi.org/10.1016/j.celrep.2020.108611
https://doi.org/10.1073/pnas.1802645115
https://www.ncbi.nlm.nih.gov/pubmed/30127032
https://doi.org/10.1021/acsomega.2c03534
https://doi.org/10.1007/s00018-023-04728-5
https://www.ncbi.nlm.nih.gov/pubmed/36853333
https://doi.org/10.1038/s41392-021-00678-1
https://doi.org/10.1074/jbc.TM118.001192
https://www.ncbi.nlm.nih.gov/pubmed/30045872
https://doi.org/10.1007/s11427-020-1702-x
https://doi.org/10.1002/cbic.202200216
https://doi.org/10.1016/j.tcb.2022.01.011
https://doi.org/10.1093/brain/awac171

Biomolecules 2023, 13, 726 15 of 15

60.

61.

62.

63.
64.

65.

66.

67.

68.

69.

Kang, S.G.; Han, Z.Z.; Daude, N.; McNamara, E.; Wohlgemuth, S.; Molina-Porcel, L.; Safar, ].G.; Mok, S.A.; Westaway, D.
Pathologic tau conformer ensembles induce dynamic, liquid-liquid phase separation events at the nuclear envelope. BMC Biol.
2021, 19, 199. [CrossRef]

Rodriguez, L.C.; Foressi, N.N.; Celej, M.S. Modulation of a-synuclein phase separation by biomolecules. Biochim. Biophys. Acta
Proteins Proteom. 2023, 1871, 140885. [CrossRef]

Burré, J.; Sharma, M.; Stidhof, T.C. Cell Biology and Pathophysiology of «-Synuclein. Cold Spring Harb. Perspect. Med. 2018, 8,
a024091. [CrossRef] [PubMed]

Stefanis, L. a-Synuclein in Parkinson’s disease. Cold Spring Harb. Perspect. Med. 2012, 2, a009399. [CrossRef] [PubMed]

Mehra, S.; Sahay, S.; Maji, S.K. &-Synuclein misfolding and aggregation: Implications in Parkinson’s disease pathogenesis. Biochim.
Biophys. Acta Proteins Proteom. 2019, 1867, 890-908. [CrossRef]

Guiney, S.J.; Adlard, P.A; Lei, P.; Mawal, C.H.; Bush, A.L; Finkelstein, D.I.; Ayton, S. Fibrillar a-synuclein toxicity depends on
functional lysosomes. J. Biol. Chem. 2020, 295, 17497-17513. [CrossRef]

Bertoncini, C.W,; Jung, Y.S.; Fernandez, C.O.; Hoyer, W.; Griesinger, C.; Jovin, T.M.; Zweckstetter, M. Release of long-range tertiary
interactions potentiates aggregation of natively unstructured alpha-synuclein. Proc. Natl. Acad. Sci. USA 2005, 102, 1430-1435.
[CrossRef]

Gonzalez, N.; Arcos-Lopez, T.; Konig, A.; Quintanar, L.; Menacho Marquez, M.; Outeiro, T.F,; Fernandez, C.O. Effects of
alpha-synuclein post-translational modifications on metal binding. J. Neurochem. 2019, 150, 507-521. [CrossRef]

Lesage, S.; Anheim, M.; Letournel, F,; Bousset, L.; Honoré, A.; Rozas, N.; Pieri, L.; Madiona, K,; Diirr, A.; Melki, R.; et al. G51D
a-synuclein mutation causes a novel parkinsonian-pyramidal syndrome. Ann. Neurol. 2013, 73, 459-471. [CrossRef] [PubMed]
Nussbaum, R.L.; Polymeropoulos, M.H. Genetics of Parkinson’s disease. Hum. Mol. Genet. 1997, 6, 1687-1691. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1186/s12915-021-01132-y
https://doi.org/10.1016/j.bbapap.2022.140885
https://doi.org/10.1101/cshperspect.a024091
https://www.ncbi.nlm.nih.gov/pubmed/28108534
https://doi.org/10.1101/cshperspect.a009399
https://www.ncbi.nlm.nih.gov/pubmed/22355802
https://doi.org/10.1016/j.bbapap.2019.03.001
https://doi.org/10.1074/jbc.RA120.013428
https://doi.org/10.1073/pnas.0407146102
https://doi.org/10.1111/jnc.14721
https://doi.org/10.1002/ana.23894
https://www.ncbi.nlm.nih.gov/pubmed/23526723
https://doi.org/10.1093/hmg/6.10.1687

	Introduction 
	Materials and Methods 
	Protein Expression and Purification 
	Protein Labeling 
	Confocal Imaging and FRAP Assay 
	Turbidity and ThT Fluorescence Assay 
	Droplet–Droplet Fusion and -Syn Monomer Recruitment Assay 
	ThS Staining Assay 
	CD Spectroscopy 
	Cell Culture and Transfection 
	Statistical Analysis 

	Results 
	-Syn and Its Familial PD-Associated Mutants Behave LLPS In Vitro 
	The Familial PD-Associated -Syn Mutations Do Not Affect the Fluidity of -Syn Condensates 
	The Condensates of -Syn Mutants Fuse with WT -Syn Droplets and Recruit -Syn Monomers 
	Different Effects of Familial PD-Associated -Syn Mutations on the Amyloid Aggregation in the Condensates 
	The E46K Mutation Promotes the Formation of Condensates in the Cells 

	Discussion 
	Conclusions 
	References

