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Correlation between major TEs contents and median length of intron (w/o locust)
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Acheta domesticus Apteronemobius asahinai Gryllus bimaculatus Laupala kohanlensis Teleogryllus occipitalis Teleogryllus oceanicus Locusta migratoria
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Acheta domesticus Gryllus bimaculatus Laupala kohanlensis Teleogryllus occipitalis Teleogryllus oceanicus Apteronemobius asahinai Locusta migratoria
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Acheta domesticus Apteronemobius asahinai Gryllus bimaculatus Laupala kohanlensis Teleogryllus occipitalis Teleogryllus oceanicus Locusta migratoria
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