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Table S1. Retention time and linearity of the phenolic standards 

 
 
Table S2. Weighted average of elemental ratios and indices of the five LC-MS fractions F1-F5. 

 



 
Figure S1. Growth curves in inorganic medium supplemented with carbon sources. 
 

 
Figure S2. Concentrations of gallic acid equivalent (GAE) found in methanol and ethanol extracts (light and 
dark gray, respectively). Different superscript letters indicate significant differences (p<0.05) determined by 
Wilcoxon test. 

 



 
Figure S3. Chromatogram of the phenolic standards. F1-F5 indicate the collected fractions in MS analyses 
 

 
Figure S4. Chromatogram of a cellular extract on day 3 of growth in de MAM medium supplemented with 
GSH. F1-F5 represent the collected fractions used in MS analyses 
 



 
Figure S5. Venn diagram of the molecular formulas attributed for each day of the lag phase in the (A) 
glutamic acid, (B) malic acid, (C) glucose, and (D) GSH amendment. The digit 1 and 0 indicating the groups 
represented, each group having a specific digit 1 position. 
 

 
 

Figure S6. Box plot of all the weighted average (wa) m/z found at the start and at the end of the log phase in 
(A) glutamic acid, (B) glucose, (C) malic acid, and (D) GSH amendment. Different superscript letters indicate 
significant differences (p<0.05) determined by Wilcoxon test.  



 

 
 

Figure S7. (A) Number of polyphenols and (B) their relative intensities associated with the minimum growth 
rate and the maximum growth rate. Different superscript letters indicate significant differences (p<0.05) 
determined by Wilcoxon test.  
 


