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Figure S1. Prediction of the NSCLC model. Negative correlation between miR-34a, 

UFC1, and/or ANRIL in response to DNA damage. Gain-of-function (GoF) describes 

overexpression (E1) and loss-of-function (LoF) represents knockdown (KO) of the 

respective molecule. The leftmost column shows the DNA damage level (highlighted in the 

black box) and the rightmost column presents the model outputs: proliferation, senescence, and 

apoptosis. Each line represents a fixed point corresponding to the input. Gray cells indicate zero 

value, while black cells indicate activation (value 1). The first three stable states show a 

negative correlation between miR-34a and UFC1/ARIL in response to DNA damage. In more 

detail, first state: in the absence of DNA damage, miR-34a was downregulated, whereas Myc 

and UFC1/ANRIL were upregulated in inducing proliferation. Second and third stable states: 

in response to DNA damage, miR-34a was activated, which inhibits proliferation through 

induction of senescence and apoptosis. The next two states represent knockdown (KO) of 

UFC1: Forced knockdown of UFC1 induces miR-34a expression as well as inhibits 

proliferation through induction of senescence and apoptosis. The last two states represent 

knockdown (KO) of ANRIL: forced knockdown of ANRIL induces miR-34a expression as well 

as inhibits proliferation by activation of senescence and apoptosis. Orange-colored arrows 

indicate up-regulation of the molecule. Whereas, the inverted black arrow represents the 

downregulation of the molecule, respectively.  This Figure was created by using 

BioRender.com. 


