% long soluble-like
VL foldable segments

(ARATH)
100
Disorder
75 N = 405
50 829
25
Accessibility
0 -

RSS
N=1578
Known homologs
N =597
=235

> 334 N =521

Disorder
N=1106

=334

> 829 K”OW,Q i]cs)g;ologs
=235

Accessibility

N=1110




% long soluble-like
VL foldable segments
(CAEEL) Knows Lw%wlo\ogs

1 00 33.4
Disorder
75 N =358
50
> 829
25
0

>0
RSS
N =939
Known homologs
<235
0 Disorder
- N=516

> 829

Accessibility
N =520

=5




% long soluble-like
VL foldable segments

(CANAL)
100 -
75 N =160
50
> 829
25
Accessibility
0 N=184

>0
RSS
N =422
Known homologs
N=185
<235
-0 Disorder
- N =236

> 82.9

Accessibility

N =238




% long soluble-like
VL foldable segments

(DANRE)
100
,
50 829
25
Accessibility
0

RSS
N = 2538

Known homologs
N = 1347
<235
> 334 N=1195

Disorder
N = 1891

33.4

Known homologs
> 829 0! " guoog

/

Accessibility

N = 1896




% long soluble-like
VL foldable segments
(DICDI)

100

75

50

25

Disorder
N =516

Known homologs
nee

(=)

Accessibility

Known homologs

=235

Disorder
N=774

> 829

Accessibility




% long soluble-like
VL foldable segments
(DROME)

100

Disorder
N =409

75

50

25

Accessibility

N =421

RSS
N = 1555

Known homologs
N =852
<235
> 334 N=789

Disorder
N=1128

> 829

Accessibility

N=1134




% long soluble-like
VL foldable segments

(ECOLI)
100 Diso:rder
75 <334
> 829 Known homologs
50 - <235
25
0
<829
:
RSS
N=

Disorder
N=3

=334

Known homologs

> 829

Accessibility
N=3




% long soluble-like
VL foldable segments
(HUMAN)

100

75

50

25

RSS
N = 2421

Accessibility

N=5

Accessibility

N = 1850

> 829

Disorder

N =513

Disorder
N = 1846

> 33.4

Known homologs
N=1197

Known homologs
N = 649




% long soluble-like
VL foldable segments
(LEIIN)

100

75

50

25

RSS
N = 1807

Accessibility

> 829

> 829

Disorder
N =687

Disorder
N =855

> 334

Known homologs
N =517




% long soluble-like
VL foldable segments
(MAIZE)

100
75
50
25
0
>0
RSS
-0

Disorder
N =943

> 82.9 KHOWV\W homologs

Accessibility

N=1162

Known homologs

Disorder
N= 1744

> 829 N=818

Accessibility

N=1749




% long soluble-like
VL foldable segments
(METJA)

100

75

50

25

Disorder
N=1

=334

Known homologs

> 829
=235

Accessibility




% long soluble-like
VL foldable segments
(MOUSE)

100

75

50

25

Accessibility

N =49

RSS
N =2191

Known homologs
N=1146
<235
> 354 N = 1002

Disorder
N = 1689

<334

> 829 Knowg :hgnwo\ogs

Accessibility
9:

N = 1694




% long soluble-like
VL foldable segments
(MYCTU)

100
Disorder
75

50

Known homologs

> 829

25

82.9

Disorder
>0 N

Known homolos

RSS
9

Known homologs

—0 Disorder
N=12
> 829 KnownNhogno\ogs

Accessibility

N=12




% long soluble-like
VL foldable segments

(ORYSJ)
100
75 N =1064
50 > 829
25
Accessibility
0 N = 1590

8

a

mologs

RSS
=2809

Known homologs

Disorder
N=1215

Known homologs

> 829 et

Accessibility

N=1219




% long soluble-like
VL foldable segments

(PLAF7) Known jomo\ogs
235
100 - 33.4
Disorder
75 N =984
50
> 82.9
25
Accessibility
N=1045
0
>0
RSS
N = 2024
Known homologs
> 334
0 Disorder
- N=974
> 829

Accessibility

N=979




% long soluble-like
VL foldable segments
(RAT)

100

75

50

82.9

25

Accessibility
N

RSS
N =2098

Known homologs
N = 1098

<235

> 33.4 N =1009

Disorder
N=1616

Known homologs
- e

Accessibility

N=1618




% long soluble-like
VL foldable segments
(SCHPO)

100

75

50

25

Accessibility
N=11

RSS
N =322

1
)

Accessibility
N =204

> 82.9

Disorder
N =103

Disorder
N =203

> 33.4

Known homologs
N=136




% long soluble-like
VL foldable segments
(SOYBN)

100

75

50

25

Accessibility

N = 848

RSS
N = 3497
Known homologs
N =1305
235

> 334 N=1237

Disorder
N = 2641

Known homologs
> 829 N=1336
235

N=1077

Accessibility

N = 2649




% long soluble-like
VL foldable segments

(STAAS8)

N=14

100

75

50

25

Disorder
N=4

Known ho

Accessibility
6

Known homologs
N=6
=235

> 33.4

Disorder

> 829

Accessibility
8



% long soluble-like
VL foldable segments

(TRYCC)
100
75 N = 642
25
Accessibility
N=823
0

>0
RSS
N=1687
Known homologs
N =486
=0

> 829

bility
64



% long soluble-like
VL foldable segments

(YEAST)
100 N
75 N=116
50
82.9
25
Accessibility
0 N=142

N =408

Known homologs
N=188
=235
> 334 N 1en

Disorder
N =264

"
o

33.4

> 829 Kmowwj ho_rjjo\ogs

Accessibility
N =266



