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Z-Average (d.nm): 117.9 Peak1: 1344 100.0 5143 7 Average (d.nm): 155.7 Peak1: 1725 939 5444
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Result quality : Good Result quality : Good
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Z-Average (d.nm): 126.9 Peak1: 1378 100.0 40.81 Z-Average (d.nm): 1557 Peak1: 1700 100.0 5095
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Result quality : Good Result quality : Good
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Z-Average (d.nm): 159.5 Peak1: 1848 100.0 78.38 Z-Average (d.nm): 1517 Peak1: 1705 96.4 7538
Pdl: 0157 Peak2:  0.000 00 0.000 Pdi: 0201 Peak2: 4127 36 1035
Intercept: 0.888 Peak 3: 0.000 0.0 0.000 Intercept: 0793 Peak 3: 0.000 0.0 0.000
Result quality : Good Result quality : Good
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Figure S5: Representative graphs of size distribution (by intensity) of the various peptide-loaded (RLX2,

O-RLX2 and P-RLX2) liposomes.




