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Abstract: Type 3 long QT syndromes (LQT3) are associated with arrhythmogenic gain-of-function
mutations in the cardiac voltage-gated Na* channel (hNay1.5). The citrus flavanone hesperetin
(HSP) was previously suggested as a template molecule to develop new anti-arrhythmic drugs,
as it blocks slowly-inactivating currents carried by the LQT3-associated hNay1.5 channel mutant
R1623Q. Here we investigated whether HSP also has potentially beneficial effects on another LQT3
hNay1.5 channel variant, the AKPQ, which is associated to lethal ventricular arrhythmias. We used
whole-cell patch-clamp to record Na* currents (Inj,) in HEK293T cells transiently expressing hNay1.5
wild type or AKPQ mutant channels. HSP blocked peak Iy, and the late Inj, carried by AKPQ mutant
channels with an effective concentration of ~300 pM. This inhibition was largely voltage-independent
and tonic. HSP decreased the rate of inactivation of AKPQ channels and, consequently, was relatively
weak in reducing the intracellular Na* load in this mutation. We conclude that, although HSP has
potential value for the treatment of the R1623Q LQT3 variant, this compound is inadequate to treat
the LQT3 associated to the AKPQ genetic variant. Our results underscore the precision medicine
rationale of better understanding the basic pathophysiological and pharmacological mechanisms to
provide phenotype- genotype-directed individualization of treatment.

Keywords: hesperetin; flavonoid; citrus; human cardiac Na* channel; Nay1.5; genetic variant;
mutant; long QT type 3 syndrome; AKPQ); precision medicine

1. Introduction

Sudden cardiac death (SDC) is a major health problem accounting for more than 4,000,000 deaths
annually worldwide [1]. In this scenario, arrhythmias of genetic origin, such as long QT
syndromes (LQTS), have received special interest due to their lethality. It is known that the
lengthening of the QT interval increases the risk of SCD [2], but the prevalence and risk stratification
are still incomplete [2-4] and the management of LQTS remains challenging. The most common
therapeutic approach of LQTS nowadays is pharmacological treatment. The use of 3-blockers has been
recommended for this purpose, but it is still under debate which of these compounds is best or which
patients benefit the most [5-10]. A recent meta-analysis suggested a probable genotype-dependent
effectiveness of 3-blockers [11]. This situation is more complex in type 3 long QT syndromes (LQT3),
in which 3-blockers are much less effective [12-16]. The fatal arrhythmic events in LQT3 occur at a
much higher percentage at low heart rates (during sleep or rest) and antiarrhythmic drugs are currently
prescribed together with (3-blockers [8,14,17]. However, the use of antiarrhythmic drugs might increase
the risk of SCD [18,19], particularly in certain patients (e.g., with a particular LQT3 genotype) [20-22].
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Precision medicine highlights the importance of understanding the basic pathophysiological and
pharmacological mechanisms in the development of better therapeutic approaches based on phenotype-
genotype-directed individualization of treatments [23,24]. In this context, LQT3 phenotypes represent
an appropriate framework to study the relationship between molecular and clinical events. LQT3
disorders are associated with gain-of-function mutations in the human cardiac voltage-gated Na*
channel (hNay1.5). These mutant channels display an increased Na* influx that increases the action
potential duration, decreases the repolarization reserve and may give rise to early afterdepolarizations
and triggered activity inducing torsades de pointes and ventricular fibrillation [25]. However,
the different LQT3 mutations lead to distinct LQT3 phenotypes [26,27]. Channel mutants, such as the
R1623Q, show a reduced rate of Na* current inactivation and a small late Na™ current (INa-Late) [28,29],
while mutants such as the AKPQ are characterized by a marked Ing-1ate [30]. This raises the possibility
that LQT3 patients with different genetic backgrounds (i.e., different mutations) might react differently
to the same drug [20-22].

In a recent study [29], we showed that hesperetin (HSP), a natural citrus-derived flavonoid, blocked
hNay1.5 channels with an effective inhibitory concentration (ICsy) of 130 uM. HSP also increased the
rate of channel inactivation, decreased the net influx of Na* and preferentially inhibited Iy, during
its slow inactivation phase in a voltage-dependent manner. Remarkably, all these HSP effects were
significantly more pronounced in the lethal LQT3-associated mutant R1623Q), suggesting the potential
of HSP as a template molecule for the development of novel antiarrhythmic drugs against LQT3
disorders [29]. However, given the distinct nature of LQT3 phenotypes referred above, one cannot
assert that HSP would have similar effects on other LQT3 variants, such as the AKPQ. The aim of this
study was to characterize, with the patch-clamp technique, the effects of HSP on the hNay1.5 channel
carrying the AKPQ mutation. We found that HSP inhibits hNay1.5 AKPQ channels, albeit with lower
potency than the wild type (WT) and the R1623Q channels. More importantly, HSP inhibits with
similar potency the AKPQ peak In, and Ina-rate and decreases the inactivation rate of this channel.
These results demonstrate that HSP has an inadequate antiarrhythmic profile for the treatment of the
LQT3 syndrome variant associated with the AKPQ mutation.

2. Materials and Methods

2.1. Cell Culture and Transfection

Human embryonic kidney cells (HEK293T) were seeded on 18 mm glass coverslips previously
coated with poly-L-lysine (0.1 mg/L). The cells were grown in a Dulbecco’s modified Eagle’s medium
(10% of human serum, 2 U/mL penicillin, 2 mg/mL streptomycin and 2 mM L-glutamine) and stored at
37 °Cin a humidity-controlled incubator with 10% CO,. Nay1.5 mutations were introduced by overlap
extension polymerase chain reaction (PCR) and the amplicons containing the mutation were cloned into
the pCAGGS-IRES-GFP vector [31] using appropriate restriction sites and sequence-verified. The genes
encoding for the human Nay1.5 WT or its AKPQ mutant were transiently transfected in HEK293T cells
using the TransIT-293 reagent (Mirus, Madison, MI, USA). Transfected cells were identified by the GFP
expression during the patch-clamp experiments, performed 24—48 h after transfection.

2.2. Patch-Clamp Experiments

Whole-cell currents were recorded using only one cell per coverslip. All recordings were carried out
at 21-23 °C. We used an EPC7 patch-clamp amplifier (LIST Electronics, Darmstadt, Germany), a TL-1
DMA interface (Axon Instruments) and the pClamp software (Version 9.0, Axon Instruments, Foster City,
CA, USA). Currents were filtered with a low-pass at 3 kHz, digitized at 20 kHz and analyzed off-line
with the WinASCD software (KU Leuven License, Belgium). The extracellular solutions were applied
by gravity as previously described [32]. The control solution contained (in mM): 140 NaCl, 2 CaCl,,
1 MgCl,, 10 HEPES and 10 glucose, and was titrated to pH 7.4 with NaOH. The intracellular (pipette)
solution contained (in mM): 130 CsCl, 1 MgCl,, 1 CaCly, 5 EGTA, 5 Nay ATP, 5 Nay-creatine phosphate,
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10 HEPES, and the pH adjusted to 7.2 with CsOH. Patch pipettes were pulled from borosilicate capillary
tubes and had resistances in the range 1.5-2 M(). The cell membrane capacitance (Cr, = 22.1 + 0.9 pF;
n = 49), and the uncompensated series resistance (Rs = 3.5 + 0.2 M(); n = 49) were determined using
the built-in compensation circuits of the EPC-7 amplifier. Rs was electronically compensated up to 50%
without ringing and was continually monitored during the experiment. The liquid junction potential was
compensated before establishing the gigaseal and the capacity transients were compensated using the
pClamp -P/4 protocol. In, was routinely monitored using 50-ms voltage pulses to —20 mV, applied at
0.25 Hz from a holding potential (HP) of =100 mV. The peak In, amplitude was measured as the difference
between peak inward current and the absolute zero-current level. The late Ing (INa-Late) Was measured
as the difference between the mean current of ten traces at the end of the 50-ms voltage-clamp pulse
and the absolute zero-current level [29]. Current amplitudes of each cell were divided by the membrane
capacitance and expressed as current densities (pA/pF).

The percentage of inhibition induced by HSP at different concentrations were determined for the
peak and late Inj, to obtain the concentration-effect relationships. These data were fit by a Hill function
to obtain the effective inhibitory concentration (ICsp) and the Hill number (H). The time course of the
inactivation phase of the Inj, traces was fitted by a double exponential function of the form:

(-t _(—t
I(t) = Agstre (Tfas") + Agow-e (TSI"W) (1)

This procedure yielded two inactivation time constants, T¢,gt and Tgjow, and the amplitudes of the two
components (Ag,g and Aglow) that were used to calculate the relative amplitude of the slow inactivation
component [29]. The availability curves and current-voltage relationships (I-V) were obtained by using a
standard double-pulse voltage-clamp protocol [29]. The cells were clamped at a HP of =100 mV. The 50-ms
test pulse to —20 mV was preceded by 500 ms pre-pulses to various membrane potentials. The availability
curves were obtained from the normalization of the amplitude of currents recorded at a given test pulse
by the maximal current (Ipax). These curves were fit by the equation:

Iv) _ 1
IMax 1+ exp(v_vinac ) )

Sinac

where Vi, is the voltage for half-maximal availability and sin, is the slope factor.

The I-V relationships were obtained from the amplitude of currents elicited by pre-pulse potentials
and were fit by the equation:
Gum(V = Vna)

1+ exp(—%) ®

Sact

(V) =

where Gy is the maximal whole-cell conductance, Vi, is the equilibrium potential for Na*, Vact is
the voltage for half-maximal activation and s, is the slope factor. Activation curves were obtained
for each cell by dividing the experimental current amplitudes, I(V), by the corresponding values of
Gm(V = VnNa) [29].

To investigate tonic and use-dependent blocks of In, by HSP, cells were voltage-clamped with
50-ms pulses from —100 mV to —20 mV at a frequency of 0.25 Hz. Stimulation was stopped and
perfusion with HSP was then initiated. After 1 min, stimulation was resumed (in the presence of HSP)
at frequencies of 0.25 or 1 Hz. Tonic block was estimated as the difference between peak control Inj,
and the Iy, at the first pulse after resumption of stimulation during drug perfusion. Use-dependent
block was considered to be the difference between peak Iy, at the first and the 15th pulse during drug
exposure. Tonic and use-dependent blocks are expressed as a percentage of total block, which was
estimated from the difference between peak Iy, currents recorded in the control and in the presence
of HSP.
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2.3. Data and Statistical Analyses

The data was analyzed and fitted in Origin 9.0 (OriginLab Corporation, Northampton, MA,
USA), and was reported as means + standard errors of means. All data was normally distributed
(Shapiro-Wilk test; 95% confidence level). The statistical test and sample numbers are indicated in the
text or in the figure legends. Differences were considered statistically significant if p < 0.05.

2.4. Chemicals

All chemicals were purchased from Sigma-Aldrich. Hesperetin (>98% purity) was kept at 4 °C as
a stock solution at 100 mM in dimethyl sulfoxide (DMSO). DMSO had no significant effect on the peak
INna (0.32 + 0.17% of inhibition) at the maximal concentration used (1%). The hesperetin dilutions in the
extracellular solutions were freshly prepared from the stock.

3. Results

3.1. Characteristics of the AKPQ hNay1.5 Currents

The mean density of peak hNay1.5 WT currents recorded at —20 mV in control condition was
—87 + 9 pA/pF (n = 12), similar to our previous report [29]. The mean peak In, density of AKPQ
hNay1.5 currents recorded in the same conditions was —104 + 7 pA/pF (n = 40). The WT and
AKPQ mutant currents exhibited similar time constants of inactivation: T, = 0.38 £ 0.06 ms and
Tslow = 2.9 + 0.2 ms (n = 7) for the WT channel, and 7,5 = 0.45 + 0.03 ms and Tgjow = 3.1 £ 0.2 ms
for the AKPQ mutant (n = 12, n.s. vs. WT). However, the relative amplitude of the slow inactivation
component was significantly larger for the AKPQ 7.0 + 0.3% (n = 12) than for the WT currents 3.1 + 0.2%
(n =7; p <0.05). In addition, the AKPQ mutant displayed a more evident INa-1ate (6.9 + 0.6 pA/pF,
n =12) compared to WT (1.3 £ 0.2 pA/pF, n =7, p < 0.05; Figure 1a).
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Figure 1. Comparison of human WT and LQT3 Nay1.5 currents. (a) Representative Iy, traces recorded
in HEK293T cells expressing WT hNay 1.5 channels or the hNay1.5 LQT3 variant AKPQ. Each trace
was normalized with respect to peak inward current. The inset shows the last 5-ms interval of
the current traces amplified (10x). Note that the AKPQ LQT3 variant presents a larger amplitude
of INa-Late compared to WT. (b,c) Comparison of the effects of 100 pM HSP on WT (b) and AKPQ
(c) Nay1.5 currents. Currents were evoked with 50-ms voltage-clamp pulses to —20 mV from a holding
potential of —100 mV. Pulse rate 0.25 Hz.

3.2. Effects of Hesperetin on AKPQ hNay1.5 Currents

Extracellular application of 100 pM HSP decreased the amplitude of hNay1.5 WT currents
recorded at —20 mV in about 50% (Figure 1b), as previously reported [29]. HSP also decreased the
amplitude of currents carried by the AKPQ mutant channels, albeit with less potency (Figure 1c).
A close inspection of these current traces revealed that HSP increased the rate of inactivation of the
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WT currents, as previously reported [29], but had the opposite effect on the currents carried by the
AKPQ mutant. These distinct effects prompted us to investigate the action of HSP on AKPQ currents
in more detail.

HSP decreased peak WT Iy, recorded at =20 mV with an ICsp = 116 + 10 uM (H = 0.8 = 0.1;
n = 7), in correspondence to our previous report [29]. HSP also reversibly decreased peak AKPQ
hNay1.5 currents in a concentration-dependent manner, but with a higher IC5y (=320 + 20 uM;
H = 0.6 £+ 0.1; Figure 2a,b). The ICsg for HSP-induced inhibition of the AKPQ Inj,-Late Was 270 + 18 uM
(H=0.6 +0.1; n = 11; Figure 2b). This value was not significantly different from that of peak AKPQ Inq,
but significantly higher than the ICsq for the WT Inj-Late (47.9 £ 6.7 uM; H= 0.6 £ 0.1; n = 7; similar to
our previous report [29]).
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Figure 2. Hesperetin inhibits currents carried by the LQT3 AKPQ mutant channels. (a) Time course
of the Inj, recorded in HEK293T cells expressing AKPQ hNay 1.5 in the control condition and in the
presence of HSP 300 uM. Note that the effect of HSP was fully reverted upon washout. Representative
current traces in control and upon the application of HSP are shown in the inset and correspond with
the colored data points. For clarity only the first 25 ms of the current traces are shown. Note that HSP
decreased peak Inj, but also slowed down its inactivation. (b) Concentration—effect curves for the action
of HSP on AKPQ hNay1.5 peak and late currents. The dots represent the mean + s.e.m. inhibition
percentage during the application of different concentrations of HSP (n = 21). The line represents the
Hill fit of the data. Cells were clamped at a holding potential of —100 mV and 50-ms pulses to =20 mV
were continuously applied at a rate of 0.25 Hz.

Next, we explored the effects of HPS on the time course of inactivation of the AKPQ current,
using a concentration of 300 uM (a value close to the ICsp). A comparison of current traces that were
recorded in the control and in the presence of HSP and normalized to their respective peak amplitudes
shows a clear reduction of the rate of inactivation under the action of the flavonoid (Figure 3a). The fit
of the inactivation phase of the currents by a double-exponential function revealed that HSP increased
both Tg,g and 4w in a concentration-dependent manner (Figure 3b). This sharply contrasted with the
reducing effect of HSP on both time constants of the WT currents, up to 0.39 + 0.05 ms and 1.7 + 0.5 ms
(n=7) ata concentration of 300 uM, in agreement to our previous findings [29]. We previously reported
that HSP reduced the relative amplitude of the slow inactivation component (Agjoy) of WT currents in
a concentration-dependent manner, and that this effect was dramatically enhanced for the currents
carried by the R1623Q mutant [29]. In contrast, we found that HPS reduced Agjq,, of AKPQ currents
only at the highest concentrations tested (300 and 1000 uM, Figure 3c). To determine the composite
effect of the action of HSP on the current amplitude and on the inactivation kinetics on the total Na*
influx during the voltage-clamp pulse, we calculated the time integral of the Iy, traces. To allow for a
proper comparison, we looked at the effects of HSP at concentrations near the ICs, for peak Iny,, i-e.,
100 uM for the WT (and the R1623Q mutation) [29] and 300 uM for the AKPQ mutant. HSP 100 uM
decreased the Na™ influx through WT channels by 46.7 + 1.2% in the WT (n = 7), similar to our previous
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report [29], but only by 18.5 + 1.8% for AKPQ channels (n = 21, p < 0.05 vs. WT; Figure 3d). At HSP
300 uM the reduction of Na* influx was 69.2 + 5.5 for the WT (n = 7) and 34.3 + 2.6% for the AKPQ
mutant (n =12, p < 0.05 vs. WT).
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Figure 3. Hesperetin decreases the inactivation rate of LQT3 AKPQ mutant currents. (a) Superimposed
AKPQ hNay1.5 currents in the control and in the presence of HSP 300 uM. Note that HSP decreases
inactivation rates. The dotted lines represent bi-exponential fittings of current traces. (b) Effects of
different concentrations of HSP on inactivation time constants of Iy, in the AKPQ hNay 1.5 channels.
* p < 0.05 compared to its own control; n = 21, one-way ANOVA with Tukey’s post hoc test. (c) HSP
barely decreased the amplitude of the slow component of Iy, inactivation (Agow). A significant
(p < 0.05) reduction was only achieved at the highest concentrations. (d) The decrease in Na* influx by
HSP is more marked in WT hNay1.5 channels. Columns are the mean (+s.e.m.) percent decreases in
Na* influx by HSP with respect to control values. HSP discreetly reduced the amount of Na* influx
during the flow of Inj,, in hNay 1.5 channels carrying the AKPQ mutation.

To further investigate the action of HSP on the gating properties of AKPQ channels, we determined
the effects of this compound on the time constants of inactivation at different potentials, on the I-V
relationship and on the activation and availability curves. For this we applied a classical double-pulse
voltage protocol (see Section 2) in the control and in the presence of 300 uM HSP. In these recordings,
application of HSP induced an obvious decrease in the rate of inactivation (Figure 4a). The effects
of HSP on the time constant of fast inactivation (t,st) were not voltage-dependent, as the increase
induced by HSP did not vary significantly across the tested voltages. However, the increase in the

time constant of slow inactivation (Tgow) Was significantly larger (p < 0.05) at more positive potentials
(Figure 4b).
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Figure 4. Lack of voltage-dependent effects of hesperetin on Iy, in the AKPQ mutant channels.
(a) Examples of AKPQ hNay1.5 currents elicited by voltage pulses applied from a holding potential of
—100 mV to between —40 and +30 mV in 10 mV steps, in the control and in the presence of HSP 300 uM.
(b) Voltage-dependency of Tg,g and Tgoy in control and in the presence of HSP (300 uM). The action of
HSP on ¢, was not voltage-dependent. The increase in Ty, by HSP was more marked at potentials
between —20 and 20 mV (* p < 0.05 with respect to the effect at —40 mV). (c) I-V relationships from
AKPQ hNay 1.5 expressing HEK293T cells in the control condition and in the presence of HSP 300 uM.
The dots represent the mean + s.e.m. (n = 19). HSP significantly decreased the current in the voltage
range from —40 to +40 mV. (d) Availability and activation curves for AKPQ hNay1.5 channel in the
control and in the presence of HSP 300 uM. The dots represent the mean + s.e.m. (1 = 19).

HSP (300 uM) significantly reduced the density of AKPQ currents in the range of potentials from
—40 to +40 mV (p < 0.05; one-way ANOVA with Tukey’s post hoc test; n = 19; Figure 4a,c). At this
concentration HSP reduced the maximal whole-cell conductance (Gy;) of the WT hNay 1.5 currents in
75% (n = 5) and in 50% the Gy of AKPQ currents (n = 19) (Table 1). HSP did not induce significant
changes on the estimated reversal potential (Vj,) of either channel (Table 1). HSP provoked no changes
in the activation and availability curves (Figure 4d) and, correspondingly, the values of Vinac, Sinacs Vact
and s,t determined in the control or in the presence of HSP were not significantly different (Table 1).
In contrast, and in agreement with our previous report [29], HSP shifted the Vin,. of the WT channel to
more negative potentials (Table 1; n = 5).
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Table 1. Parameters obtained from the fits of the I-V relationships and availability curves.

Condition GMm (nS/pF)  Vna (mV) Vi (mV) Sact (mV) Vinac (mV) Sinac (MV)
WT control 20+0.6 26+12 -358+11 55+07 -702 + 0.4 6.6 + 0.4
WT HSP 05+01! 393+29 -302+06 56+05 -8.0+05! 5105
AKPQ control 1.6 0.3 448+10 -293+04 64+03 -82.6+0.3 59+03
AKPQ HSP 08+01! 423+06 -291+03 61£02 -849+05 58+04

1 p < 0.05 with respect to control; paired t-test. WT, n = 5; AKPQ, n = 19.

We found that the inhibitory effect of HSP (300 uM) on AKPQ peak and late In, was poorly
dependent on the HP (Figure 5a,b). When the HP was depolarized from —120 mV to —80 mV the
inhibition of peak and late I, by HSP was increased only by ~29%. In contrast, for the WT currents this
increment amounted to 42.3 + 2.4% for the peak In, and 34.8 + 4.4% for INa-Late (7 = 5), in agreement
with our previous report [29]. The data of the inhibition percentage as a function of the HP were fitted
with a Boltzmann function that yielded the voltage for half-maximal effect (Vyp) and the associated
slope factor (syp) [29]. In the WT, Vyp and syp for peak and late Iy, were significantly different
(-110.4 £ 2.3 mV and —117.2 + 1.6 mV for Vyp and 19.3 + 2.8 mV and 14.8 + 1.5 mV for syp in control
and HSP, respectively; p < 0.05). In the AKPQ both parameters were similar for peak and late Inj,
(-91.0 £ 1.4 mV and -92.9 + 3.4 for Vyp and 12.1 + 1.5 mV and 11.2 + 3.6 mV for syp in control and
HSP, respectively, n = 7). Vyp values for WT and AKPQ were significantly different (p < 0.05) in the
control and HSP.
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Figure 5. The effect of HSP on Iy, in the AKPQ mutant channels is poorly dependent on the holding
potential. (a) Effects of HSP (300 uM) on I, evoked at —20 mV from two different holding potentials (HP).
Decreasing the HP from —120 mV to —80 mV, barely increased the block of I, by HSP. (b) Boltzmann
functions describing the HP dependency of HSP (300 uM) effect on peak Iy, and late Inj, in AKPQ

hNay1.5 channel. The dots represent the mean + s.e.m. (n = 7). The inhibitory effect of HSP is barely
dependent on the holding potential in AKPQ channels.

Finally, using the protocol to examine use-dependent effects, we found that at stimulation
frequencies of 0.25 and 1 Hz, HSP blocked AKPQ currents in a mostly tonic fashion. The tonic block
amounted to 94.2 + 1.6% of total block at the lowest frequency (0.25 Hz; n = 7) and to 93.5 + 2.4% of
total block at 1 Hz (n = 7). In the case of the WT, the tonic block amounted to 93.4 + 1.2% of total block
at 0.25 Hz (n = 5) and t0 92.7 + 1.1% of total block at 1 Hz (n = 5).

4. Discussion

The main finding of the present study is that HSP blocks the human Nay1.5 AKPQ mutant channel
expressed in HEK293T cells, but in a less potent manner than the WT channel and the LQT3 variant
R1623Q [29]. Furthermore, and in sharp contrast to the action on the WT and the R1623Q currents,
HSP slows down the inactivation of AKPQ mutant currents and its effects are not voltage-dependent.
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The presence of a marked late component in AKPQ currents [27,30] or a decreased inactivation rate
in R1623Q currents [27,28] constitutes the basis of the larger action potential duration, characteristic
of the LQT3 syndrome [26,33]. High rate arrhythmias in LQT3 syndrome (e.g., torsades de pointes)
occur as a consequence of the increased action potential duration that favours the appearance of early
afterdepolarizations and, ultimately, lethal arrhythmic events.

We showed previously that HSP inhibits Iy, in the LQT3 mutant R1623Q and increased the rate
of inactivation at low concentrations [29]. Consequently, Na* load was strongly reduced by HSP in
cells expressing this mutation. Moreover, the HSP effect was voltage-dependent [29]. These actions on
the R1623Q channel variant make HSP an interesting molecular template for the treatment of lethal
arrhythmias typical of the LQT3 syndromes. However, the present results obtained on the AKPQ
variant differ considerably. First, the ICs, for peak Iy, inhibition was higher for the AKPQ mutant
than for HSP on the WT and the R1623Q channels (320 vs. 130 pM) and for the commonly used
antiarrhythmic drugs (lidocaine, disopyramide [34] and flecainide [35]) on the WT channel. Second,
the HSP inhibition potencies on Ing.1ate and peak In, where similar for the AKPQ channels, whereas
this compound was more potent on the Ing-1ate Of the WT and R1623Q channels (ICsp =~ 50 pM and
30 uM, respectively) [29]. The preferential inhibition of the Inj-L ate i @ recognized advantageous feature
for class I antiarrhythmic drugs (hNay1.5 blockers; e.g., ranolazine) [36-38]. Third, HSP effects were
not voltage-dependent in AKPQ channels: availability and activation curves were not shifted by HSP
and decreasing the HP to —80 mV barely increased peak Inj, or INa-Late inhibition. A voltage-dependent
action could be important in controlling action potential duration in several pathological states but
particularly in LQT3 syndromes. Fourth, and most important, contrary to what was shown for WT
and R1623Q channels [29], HSP decreased the rate of inactivation of AKPQ. It must be noted here that
the increase in the inactivation rate of the R1623Q mutant channel [29] also decreases the intracellular
Na* overload and therefore the use of HSP could be a good therapeutic strategy for the long-term
treatment of LQT3 syndrome [39]. In this sense, it is obvious that the action of HSP on the AKPQ
phenotype is not therapeutically attractive, since the decrease in net Na* influx in this variant was very
discreet (%18%), compared to WT (x47%) and to R1623Q (=65%) [29]. The HSP-induced decrease of
the inactivation rate implies a higher Na™ influx, resulting in the modest capacity of HSP to reduce the
Na™ load by activation of the AKPQ channel variant.

Our results indicate that HSP action is dependent on the channel variant and highlights the
relevance of understanding the basic pathophysiological and pharmacological mechanisms for the
design of adequate and specific therapeutic approaches for each particular LQT3 syndrome genotype.
However, our results do not allow for the advancing of an explanation of how HSP may have different
effects on the WT, the single residue mutation R1623Q and the multiple deletion AKPQ channels.
Based on the results of patch-clamp experiments and on molecular docking simulations, we previously
suggested that HSP has access from the membrane to the LA binding site (residue F1760) [29] via
the lateral fenestrations of the Nay1.5 pore [40—42]. Determining whether this blockade pathway
could give rise to distinct effects in different mutations (and different channel conformations) requires
further investigation.

5. Conclusions

In our previous study on the R1623Q LQT3 mutation [29] we proposed HSP as a template for the
development of antiarrhythmic drugs against lethal arrhythmias in LQT3. However, the present results
indicate that HSP possesses an inadequate antiarrhythmic profile to treat the AKPQ variant of the LQT3
syndrome. These results should be interpreted as support for the idea of a phenotype- genotype-directed
individualization of treatment based on a better understanding of the basic pathophysiological and
pharmacological mechanisms.

Author Contributions: Conceptualization, J.A.-C., ].L.A. and K.T.; formal analysis, J.A.-C. and ].L.A; investigation,
J.LA.-C. and A.L.-R.; writing—original draft preparation, J.A.-C., ].L.A. and K.T.; writing—review and editing,
J.A.-C., AL-R,J.L.A. and K.T,; visualization, ].A.-C., ].L.A. and K.T.; supervision, ].A.-C., ].L.A. and K.T.; project



Biomolecules 2020, 10, 952 10 of 12

administration, K.T.; funding acquisition, K.T. All authors have read and agreed to the published version of
the manuscript.

Funding: This research was funded by Fund for Scientific Research Flanders, grant number G.0765.13 and the
Research Council of the KU Leuven, grant numbers GOA/14/011 and C14/18/086.

Conflicts of Interest: The authors declare no conflicts of interest.

References

1.

10.

11.

12.

13.

14.

15.

Adabag, A.S.; Luepker, R.V.; Roger, V.L.; Gersh, B.J. Sudden cardiac death: Epidemiology and risk factors.
Nat. Rev. Cardiol. 2010, 7, 216-225. [CrossRef] [PubMed]

Priori, S.G.; Schwartz, P.J.; Napolitano, C.; Bloise, R.; Ronchetti, E.; Grillo, M.; Vicentini, A.; Spazzolini, C.;
Nastoli, ].; Bottelli, G.; et al. Risk stratification in the long-QT syndrome. N. Engl. . Med. 2003, 348, 1866-1874.
[CrossRef] [PubMed]

Schwartz, PJ.; Stramba-Badiale, M.; Crotti, L.; Pedrazzini, M.; Besana, A.; Bosi, G.; Gabbarini, E; Goulene, K.;
Insolia, R.; Mannarino, S.; et al. Prevalence of the congenital long-QT syndrome. Circulation 2009, 120,
1761-1767. [CrossRef] [PubMed]

Winkel, B.G.; Larsen, M.K,; Berge, K.E.; Leren, T.P.; Nissen, PH.; Olesen, M.S.; Hollegaard, M.V,; Jespersen, T.;
Yuan, L.; Nielsen, N.; et al. The prevalence of mutations in KCNQ1, KCNH2, and SCN5A in an unselected
national cohort of young sudden unexplained death cases. J. Cardiovasc. Electrophysiol. 2012, 23, 1092-1098.
[CrossRef] [PubMed]

Abu-Zeitone, A.; Peterson, D.R.; Polonsky, B.; McNitt, S.; Moss, A.]. Efficacy of different 3-blockers in the
treatment of long QT syndrome. . Am. Coll. Cardiol. 2014, 64, 1352-1358. [CrossRef]

Ackerman, M.]; Priori, S.G.; Dubin, A.M.; Kowey, P.; Linker, N.J.; Slotwiner, D.; Triedman, J.; Van Hare, G.E;
Gold, M.R. B-blocker therapy for long QT syndrome and catecholaminergic polymorphic ventricular
tachycardia: Are all beta-blockers equivalent? Heart Rhythm. 2017, 14, e41-e44. [CrossRef]

Calvillo, L.; Spazzolini, C.; Vullo, E.; Insolia, R.; Crotti, L.; Schwartz, P.J. Propranolol prevents life-threatening
arrhythmias in LQT3 transgenic mice: Implications for the clinical management of LQT3 patients.
Heart Rhythm. 2014, 11, 126-132. [CrossRef]

Priori, S.G.; Blomstrom-Lundqvist, C.; Mazzanti, A.; Blom, N.; Borggrefe, M.; Camm, J.; Elliott, PM.;
Fitzsimons, D.; Hatala, R.; Hindricks, G.; et al. 2015 ESC Guidelines for the management of patients with
ventricular arrhythmias and the prevention of sudden cardiac death: The Task Force for the Management
of Patients with Ventricular Arrhythmias and the Prevention of Sudden Cardiac Death of the Europe.
Eur. Heart J. 2015, 36, 2793-2867. [CrossRef]

Schwartz, PJ.; Ackerman, M.J. The long QT syndrome: A transatlantic clinical approach to diagnosis and
therapy. Eur. Heart J. 2013, 34, 3109-3116. [CrossRef]

Wilde, A.A.M.; Moss, A].; Kaufman, E.S.; Shimizu, W.; Peterson, D.R.; Benhorin, J.; Lopes, C.; Towbin, J.A;
Spazzolini, C.; Crotti, L.; et al. Clinical Aspects of Type 3 Long-QT Syndrome: An International Multicenter
Study. Circulation 2016, 134, 872-882. [CrossRef]

Ahn, J.; Kim, H.J.; Choi, J.-L; Lee, K.N,; Shim, J.; Ahn, H.S; Kim, Y.-H. Effectiveness of 3-blockers depending
on the genotype of congenital long-QT syndrome: A meta-analysis. PLoS ONE 2017, 12, e0185680. [CrossRef]
[PubMed]

Fabritz, L.; Damke, D.; Emmerich, M.; Kaufmann, S.G.; Theis, K.; Blana, A.; Fortmiiller, L.; Laakmann, S.;
Hermann, S.; Aleynichenko, E.; et al. Autonomic modulation and antiarrhythmic therapy in a model of long
QT syndrome type 3. Cardiovasc. Res. 2010, 87, 60-72. [CrossRef] [PubMed]

Moss, A.J.; Zareba, W.; Hall, W.]J.; Schwartz, PJ.; Crampton, R.S.; Benhorin, J.; Vincent, G.M.; Locati, E.H.;
Priori, S.G.; Napolitano, C.; et al. Effectiveness and limitations of beta-blocker therapy in congenital long-QT
syndrome. Circulation 2000, 101, 616-623. [CrossRef]

Priori, S.G.; Napolitano, C.; Schwartz, PJ.; Grillo, M.; Bloise, R.; Ronchetti, E.; Moncalvo, C.; Tulipani, C.;
Veia, A.; Bottelli, G.; et al. Association of long QT syndrome loci and cardiac events among patients treated
with beta-blockers. JAMA 2004, 292, 1341-1344. [CrossRef]

Schwartz, PJ.; Priori, S.G.; Spazzolini, C.; Moss, A.].; Vincent, G.M.; Napolitano, C.; Denjoy, I.; Guicheney, P;
Breithardt, G.; Keating, M.T.; et al. Genotype-phenotype correlation in the long-QT syndrome: Gene-specific
triggers for life-threatening arrhythmias. Circulation 2001, 103, 89-95. [CrossRef] [PubMed]


http://dx.doi.org/10.1038/nrcardio.2010.3
http://www.ncbi.nlm.nih.gov/pubmed/20142817
http://dx.doi.org/10.1056/NEJMoa022147
http://www.ncbi.nlm.nih.gov/pubmed/12736279
http://dx.doi.org/10.1161/CIRCULATIONAHA.109.863209
http://www.ncbi.nlm.nih.gov/pubmed/19841298
http://dx.doi.org/10.1111/j.1540-8167.2012.02371.x
http://www.ncbi.nlm.nih.gov/pubmed/22882672
http://dx.doi.org/10.1016/j.jacc.2014.05.068
http://dx.doi.org/10.1016/j.hrthm.2016.09.012
http://dx.doi.org/10.1016/j.hrthm.2013.10.029
http://dx.doi.org/10.1093/eurheartj/ehv316
http://dx.doi.org/10.1093/eurheartj/eht089
http://dx.doi.org/10.1161/CIRCULATIONAHA.116.021823
http://dx.doi.org/10.1371/journal.pone.0185680
http://www.ncbi.nlm.nih.gov/pubmed/29059199
http://dx.doi.org/10.1093/cvr/cvq029
http://www.ncbi.nlm.nih.gov/pubmed/20110334
http://dx.doi.org/10.1161/01.CIR.101.6.616
http://dx.doi.org/10.1001/jama.292.11.1341
http://dx.doi.org/10.1161/01.CIR.103.1.89
http://www.ncbi.nlm.nih.gov/pubmed/11136691

Biomolecules 2020, 10, 952 11 of 12

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

Shimizu, W.; Antzelevitch, C. Differential effects of 3-adrenergic agonists and antagonists in LQT1, LQT2
and LQT3 models of the long QT syndrome. J. Am. Coll. Cardiol. 2000, 35, 778-786. [CrossRef]

Mazzanti, A.; Maragna, R.; Faragli, A.; Monteforte, N.; Bloise, R.; Memmi, M.; Novelli, V.; Baiardi, P;
Bagnardi, V.; Etheridge, S.P; et al. Gene-Specific Therapy with Mexiletine Reduces Arrhythmic Events in
Patients with Long QT Syndrome Type 3. J. Am. Coll. Cardiol. 2016, 67, 1053-1058. [CrossRef]

Lei, M.; Wu, L.; Terrar, D.A.; Huang, C.L.-H. Modernized Classification of Cardiac Antiarrhythmic Drugs.
Circulation 2018, 138, 1879-1896. [CrossRef]

Roden, D.M. Pharmacology and Toxicology of Nay1.5-Class 1 anti-arrhythmic drugs. Card. Electrophysiol. Clin.
2014, 6, 695-704. [CrossRef]

Pérez-Riera, A.R.; Barbosa-Barros, R.; Daminello Raimundo, R.; da Costa de Rezende Barbosa, M.P.; Esposito
Sorpreso, I.C.; de Abreu, L.C. The congenital long QT syndrome Type 3: An update. Indian Pacing
Electrophysiol. J. 2017, 18, 25-35. [CrossRef] [PubMed]

Ruan, Y,; Denegri, M.; Liu, N.; Bachetti, T.; Seregni, M.; Morotti, S.; Severi, S.; Napolitano, C.; Priori, S.G.
Trafficking defects and gating abnormalities of a novel SCN5A mutation question gene-specific therapy in
long QT syndrome type 3. Circ. Res. 2010, 106, 1374-1383. [CrossRef] [PubMed]

Zhu, W.; Mazzanti, A.; Voelker, T.L.; Hou, P.; Moreno, J.D.; Angsutararux, P.; Naegle, KM.; Priori, 5.G.;
Silva, J.R. Predicting Patient Response to the Antiarrhythmic Mexiletine Based on Genetic Variation. Circ. Res.
2019, 124, 539-552. [CrossRef] [PubMed]

Dainis, A.M.; Ashley, E.A. Cardiovascular Precision Medicine in the Genomics Era. JACC Basic Transl. Sci.
2018, 3, 313-326. [CrossRef] [PubMed]

Joyner, M.J. Precision Medicine, Cardiovascular Disease and Hunting Elephants. Prog. Cardiovasc. Dis. 2016,
58, 651-660. [CrossRef]

Bohnen, M.S.; Peng, G.; Robey, S.H.; Terrenoire, C.; Iyer, V.; Sampson, K.J.; Kass, R.S. Molecular
Pathophysiology of Congenital Long QT Syndrome. Physiol. Rev. 2017, 97, 89-134. [CrossRef]

Veerman, C.C.; Wilde, A.A.M.; Lodder, E.M. The cardiac sodium channel gene SCN5A and its gene product
Nay1.5: Role in physiology and pathophysiology. Gene 2015, 573, 177-187. [CrossRef]

Zimmer, T.; Surber, R. SCN5A channelopathies—An update on mutations and mechanisms. Prog. Biophys.
Mol. Biol. 2008, 98, 120-136. [CrossRef]

Kambouris, N.G.; Nuss, H.B.; Johns, D.C.; Tomaselli, G.F.; Marban, E.; Balser, ].R. Phenotypic characterization
of a novel long-QT syndrome mutation (R1623Q)) in the cardiac sodium channel. Circulation 1998, 97, 640-644.
[CrossRef]

Alvarez-Collazo, ].; Lopez-Requena, A ; Galan, L.; Talavera, A.; Alvarez, ].L.; Talavera, K. The citrus flavanone
hesperetin preferentially inhibits slow-inactivating currents of a long QT syndrome type 3 syndrome Na™*
channel mutation. Br. J. Pharmacol. 2019, 176, 1090-1105. [CrossRef]

Fredj, S.; Sampson, K.J.; Liu, H.; Kass, R.S. Molecular basis of ranolazine block of LQT-3 mutant sodium
channels: Evidence for site of action. Br. ]. Pharmacol. 2006, 148, 16-24. [CrossRef]

Wissenbach, U.; Bodding, M.; Freichel, M.; Flockerzi, V. Trp12, a novel Trp related protein from kidney.
FEBS Lett. 2000, 485, 127-134. [CrossRef]

Talavera, K.; Janssens, A.; Klugbauer, N.; Droogmans, G.; Nilius, B. Pore structure influences gating properties
of the T-type CaZ* channel «;¢. J. Gen. Physiol. 2003, 121, 529-540. [CrossRef] [PubMed]

Remme, C.A. Cardiac sodium channelopathy associated with SCN5A mutations: Electrophysiological,
molecular and genetic aspects. J. Physiol. 2013, 591, 4099-4116. [CrossRef]

Barber, M.].; Wendt, D.J.; Starmer, C.F.; Grant, A.O. Blockade of cardiac sodium channels. Competition
between the permeant ion and antiarrhythmic drugs. J. Clin. Investig. 1992, 90, 368-381. [CrossRef]
Belardinelli, L.; Liu, G.; Smith-Maxwell, C.; Wang, W.-Q.; El-Bizri, N.; Hirakawa, R.; Karpinski, S.; Li, C.H.;
Hu, L.; Li, X.-J.; et al. A novel, potent, and selective inhibitor of cardiac late sodium current suppresses
experimental arrhythmias. J. Pharmacol. Exp. Ther. 2013, 344, 23-32. [CrossRef] [PubMed]

Antzelevitch, C.; Nesterenko, V.; Shryock, J.C.; Rajamani, S.; Song, Y.; Belardinelli, L. The role of late Inj, in
development of cardiac arrhythmias. Handb. Exp. Pharmacol. 2014, 221, 137-168.

Sicouri, S.; Belardinelli, L.; Antzelevitch, C. Antiarrhythmic effects of the highly selective late sodium channel
current blocker GS-458967. Heart Rhythm. 2013, 10, 1036-1043. [CrossRef]

Coraboeuf, E.; Deroubaix, E.; Coulombe, A. Effect of tetrodotoxin on action potentials of the conducting
system in the dog heart. Am. J. Physiol. 1979, 236, H561-H567. [CrossRef]


http://dx.doi.org/10.1016/S0735-1097(99)00582-3
http://dx.doi.org/10.1016/j.jacc.2015.12.033
http://dx.doi.org/10.1161/CIRCULATIONAHA.118.035455
http://dx.doi.org/10.1016/j.ccep.2014.07.003
http://dx.doi.org/10.1016/j.ipej.2017.10.011
http://www.ncbi.nlm.nih.gov/pubmed/29101013
http://dx.doi.org/10.1161/CIRCRESAHA.110.218891
http://www.ncbi.nlm.nih.gov/pubmed/20339117
http://dx.doi.org/10.1161/CIRCRESAHA.118.314050
http://www.ncbi.nlm.nih.gov/pubmed/30566038
http://dx.doi.org/10.1016/j.jacbts.2018.01.003
http://www.ncbi.nlm.nih.gov/pubmed/30062216
http://dx.doi.org/10.1016/j.pcad.2016.02.004
http://dx.doi.org/10.1152/physrev.00008.2016
http://dx.doi.org/10.1016/j.gene.2015.08.062
http://dx.doi.org/10.1016/j.pbiomolbio.2008.10.005
http://dx.doi.org/10.1161/01.CIR.97.7.640
http://dx.doi.org/10.1111/bph.14577
http://dx.doi.org/10.1038/sj.bjp.0706709
http://dx.doi.org/10.1016/S0014-5793(00)02212-2
http://dx.doi.org/10.1085/jgp.200308794
http://www.ncbi.nlm.nih.gov/pubmed/12743166
http://dx.doi.org/10.1113/jphysiol.2013.256461
http://dx.doi.org/10.1172/JCI115871
http://dx.doi.org/10.1124/jpet.112.198887
http://www.ncbi.nlm.nih.gov/pubmed/23010360
http://dx.doi.org/10.1016/j.hrthm.2013.03.023
http://dx.doi.org/10.1152/ajpheart.1979.236.4.H561

Biomolecules 2020, 10, 952 12 of 12

39.

40.

41.

42.

Miller, D.; Wang, L.; Zhong, J. Sodium channels, cardiac arrhythmia, and therapeutic strategy. Adv. Pharmacol.
2014, 70, 367-392.

Carnevale, V. Protonation underlies tonic vs. use-dependent block. Proc. Natl. Acad. Sci USA 2018, 115,
3512-3514. [CrossRef]

Gamal El-Din, TM.; Lenaeus, M.].; Zheng, N.; Catterall, W.A. Fenestrations control resting-state block of a
voltage-gated sodium channel. Proc. Natl. Acad. Sci USA 2018, 115, 13111-13116. [CrossRef]

Kaczmarski, J.A.; Corry, B. Investigating the size and dynamics of voltage-gated sodium channel fenestrations.
Channels 2014, 8, 264-277. [CrossRef] [PubMed]

@ © 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
@ article distributed under the terms and conditions of the Creative Commons Attribution

(CC BY) license (http://creativecommons.org/licenses/by/4.0/).


http://dx.doi.org/10.1073/pnas.1802178115
http://dx.doi.org/10.1073/pnas.1814928115
http://dx.doi.org/10.4161/chan.28136
http://www.ncbi.nlm.nih.gov/pubmed/24632677
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Cell Culture and Transfection 
	Patch-Clamp Experiments 
	Data and Statistical Analyses 
	Chemicals 

	Results 
	Characteristics of the KPQ hNaV1.5 Currents 
	Effects of Hesperetin on KPQ hNaV1.5 Currents 

	Discussion 
	Conclusions 
	References

