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Figure S1. Regulation of EMT markers and Glutl during TGF-B1-induced EMT in mammary
epithelial cells. (A) Immunofluorescence staining of CXADR (green) and vimentin (red) in NMuMG
cells after 72 h of TGF-B1 exposure (10ng/ml). DAPI staining was used to visualize cell nuclei. Scale
bar = 10pm. (B-D) Bar graphs showing qPCR results from analyzing the effect of TGF-B1 exposure
(10ng/ml) for 72 h on mRNA expression of Cxadr, Vim and Sic2al (Glutl) in NMuMG cells. Data
represent means+s.e.m. with three independent experiments in triplicates. *p<0.05; ***p<0.01.
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Figure S2. Effect of Glutl knockdown on EMT. (A) Immunofluorescence staining of Glutl (red) in
NMuMG cells after transfection of scrambled control (Scr) or Glutl siRNA (siGlutl). DAPI staining
was used to visualize cell nuclei. Scale bar = 10um. (B) Western blot analysis of the effect of scrambled
control (Scr) or Glutl siRNA (siGlutl) on Glutl levels. a-Tubulin was used as a loading control. (C)
Bright field images showing the effect of scrambled control (Scr) or Glutl siRNA (siGlutl) on
morphological changes associated with TGF-B1-induced EMT. Scale bar = 100pum. (D, E) Bar graphs
showing quantification of western blot analysis of the effect of scrambled control (Scr) or Glutl
siRNA (siGlutl) on TGF-Bl-mediated changes in E-cadherin (D) and vimentin (E) levels. Data
represent meanszs.e.m. with three independent experiments in triplicates. **p<0.01.

B

MOCK Lenti-Glut1 MOCK Lenti-Glut1

50kDa —— hr Glut1

1.5 5
o B MOCK . MOCK
E *|:| Lenti-Glut1 24 x =3 Lenti-Glut1
*
= 1.04 5 *
o 3 3
£ c
o c
[} € 24
5 05 E
g 51
uw
00- 0

Ctrl  TGF-B1 Ctrl  TGF-p1 Ctrl  TGF-p1 Ctrl TGF-p1

Figure S3. Effect of Glutl overexpression on EMT. (A) Immunofluorescence staining of Glutl
(green) in NMuMG cells transduced with a lentivirus expressing non-coding cDNA (mock) or Glutl
(Lenti-Glutl). DAPI staining was used to visualize cell nuclei. Scale bar = 10um. (B) Western blot
analysis of Glutl levels in NMuMG cells transduced with mock or Lenti-Glutl. a-Tubulin was used
as a loading control. (C) Bright field images showing the effect of mock or Lenti-Glutl transduction
on morphological changes during TGF-Bl-induced EMT. Scale bar = 100um. (D, E) Bar graphs
showing quantification of western blot analysis of the effect of mock or Lenti-Glutl transduction on



TGEF-B1-mediated changes in E-cadherin (D) and vimentin (E) levels. Data represent means+s.e.m.
with three independent experiments in triplicates. *p<0.05.
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Figure S4. Original blots. Original blots for E-cadherin, vimentin and calnexin results included in
Fig. 4B (A-C) and 4D (D-E).



