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Supplementary data

Subjects’ Lipid Profile Characteristics

Upon analyzing the baseline metabolome data, significant disparities in specific lipid

parameters were observed between the groups. A DE analysis conducted on lipoprotein
subclasses revealed that the probiotics group exhibited higher baseline levels of the pro-
portion of TG in extremely large very low-density lipoproteins (XXL_VLDL), the propor-
tion of phospholipids (PL) in large VLDL (L_VLDL), concentration of very small VLDL
(XS_VLDL) particles, and tyrosine (Try) and lower levels of the degree of unsaturation
fatty acids, the ratio of polyunsaturated fatty acids (PUFA) to total fatty acids, and the ratio
of docosahexaenoic acid (DHA) to total fatty acids compared to the placebo group (Figure
S1).
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Figure S1. Differential metabolites identified in baseline lipid profiling. Lollipop chart shows the
log (fold change) of comparing lipid metabolites in participants’ baseline between probiotics and
placebo groups (probiotics before vs. placebo before). The size of the circle and the length of the
bar convey the degree of correlation, while the color depth indicates the magnitude of the p-value.
(XXL_VLDL_TG pct, TG to total lipids ratio in chylomicrons and extremely large VLDL;
XS_VLDL_P, concentration of extra-small VLDL particles; Tyr, tyrosine; L_VLDL_PL_pct, phos-
pholipids to total lipids ratio in large VLDL; Unsaturation, degree of fatty acid unsaturation;
PUFA_pct, ratio of polyunsaturated fatty acids to total fatty acids; DHA_pct, ratio of docosahex-
aenoic acid to total fatty acids).



