SUPPLEMENTARY MATERIAL

Evaluating metabolite-based biomarkers for early diagnosis of pancreatic cancer: a systematic review

Table S1. Result from Pathway Analysis.

Total Expected Hits Rawp -logl0(p) :f;;:; FDR Impact
Aminoacyl-tRNA biosynthesis 48 1,6413 14 1,02E-10  9,9915 8,566E-06 = 8,566E-06 0
Arginine biosynthesis 14 0,4787 6 2,93E-06 = 5,5338 0,0002428  0,0001229  0,48223
Alanine, aspartate and glutamate metabolism 28 0,9574 7 2,49E-05 4,6041 0,0020404 0,0006967  0,3133
Arginine and proline metabolism 38 1,2994 7 0,0002035  3,6915 0,01648 0,0042726 = 0,34441
Citrate cycle (TCA cycle) 20 0,6839 5 0,0004055  3.392 0,032441  0,0068127 0,19798
Glyoxylate and dicarboxylate metabolism 32 1,0942 6 0,0005486  3,2607 0,04334 0,0076805 0,10582
Glycine, serine and threonine metabolism 33 1,1284 6 0,000653 3,1851 0,050937 | 0,0078365 0,24577
Glycerophospholipid metabolism 36 1.231 6 0,001061 = 2,9743 0,081697 = 0,011141 = 0,21938
Valine, leucine and isoleucine biosynthesis 8 0,2736 3 0,0018738 2,7273 0,14241 0,017489 0
Sphingolipid metabolism 21 0,7181 4 00047373 2,3245 0,3553 0,039793 = 0,28804
Pyruvate metabolism 22 0,7523 4 0,0056448 2,2484 0,41771 0,043046 = 0,23794
Phenylalanine, tyrosine and tryptophan biosynthesis 4 0,1368 2 0,0065884 2,1812 0,48095 0,043046 1
Propanoate metabolism 23 0,7865 4 0,0066618  2,1764 0,48095 0,043046 @ 0,04061
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Selenocompound metabolism 20 0,6839 1 0,50352 0,29798 1 1 0
Ether lipid metabolism 20 0,6839 1 0,50352 = 0,29798 1 1 0
beta-Alanine metabolism 21 0,7181 1 0,52072 0,2834 1 1 0
Lysine degradation 25 0,8548 1 0,58386 = 0,23369 1 1 0
Galactose metabolism 27 0,9232 1 0,61229 0,21304 1 1 0
Phosphatidylinositol signaling system 28 0,9574 1 0,62578 = 0,20358 1 1 0,03736
Inositol phosphate metabolism 30 1,0258 1 0,6514 0,18615 1 1 0,12939
Purine metabolism 65 2,2226 2 0,66223 0,17899 1 1 0,0054
Arachidonic acid metabolism 36 1.231 1 0,71836 0,14366 1 1 0
Fatty acid elongation 39 1,3335 1 0,74693 = 0,12672 1 1 0
Fatty acid degradation 39 1,3335 1 0,74693 0,12672 1 1 0
Valine, leucine and isoleucine degradation 40 1,3677 1 0,75581 0,12159 1 1 0
Fatty acid biosynthesis 47 1,6071 1 0,80994 @ 0,091547 1 1 0,01473

The statistical p values from enrichment analysis are further adjusted for multiple testings. In particular, the Total is the total number of compounds in the pathway; the Hits is
the actually matched number from the user uploaded data; the Raw p is the original p value calculated from the enrichment analysis; the Holm p is the p value adjusted by Holm-
Bonferroni method; the FDR p is the p value adjusted using False Discovery Rate; the Impact is the pathway impact value calculated from pathway topology analysis.



