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Figure. S1 Metabolic impact of MP exposure. (A) Body weight curve. (B) Total weight gain. (C)
Food intake. Organ indices of liver (D), kidney (D), and cecum (F). Student’s t-test, p < 0.05 was
considered statistically significant.

Figure. S2 KEGG enrichment analysis of differential metabolites.

Figure. S3 Wilcoxonrank-sum test on phenotype.

Figure. S4 Alterations in metabolites that are related to ABC transporters.
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Figure S2
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Figure S3

Wilcoxon rank-sum test on phenotype
95% confidence intervals
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Figure S4

Metabolites involved in ABC transporters
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