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Figure S1. Illustration of effects of BRB consumption on As biotransformation/toxicity.



Order level:

Legend Taxonomy

I \nzssigned; Other; Other; Other

- k__Bacteria;p__Actincbacteria;c__Actinobacteria;o  Actinomycetales

[ k_Bacteria:p__Actinobacteria:c__Actinobacteria;o  Bifidobacteriales

I +_ Eacteriz:p_ Actinobacteria;c__Coricbacteriiz;o _ Coriobacteriales

I ¢ Eacteria:p_Bactercidetessc_Bacteroidia:o  Bacteroidales
k__Bacteria;p__Cyanobacteria;c_Chloroplast;o  Streptophyta
k__Bacteria:p__Firmicutes:c__Bacilli;Jther
k__Bacteria;p__Firmicutes:c__Bacilli;o_ Bacillales

I ©__Bacteria:p_Firmicutes:c__Bacilli;o__Lactobacillales

I +_ Eacteria:p_Firmicutes:c_ Bacilli;o_ Turicibacterales

I +__Bacteria:p_Firmicutes:c__Clostridia;o  Clostridiales

- k__Bacteria;p__Firmicutes:c__Erysipelotrichi;o_Erysipelotrichales
k__Bacteria;p__Proteobacteria;c__Alphaprotecbacteria;e  Caulebacterales
k__Bacteria;p__Proteobacteria;c__Alphaprotecbacteria;e  Rickettsiales
k__Bacteria;p__Protecbacteria;c_ Gammaproteobacteria;o  Enterobacteriales
k__Bacteria

P k__Bacteria;

k__Bacteria;p__Verrucomicrobia;c__ Verrucomicrobiae;e  Verrucomicrebiales

__Tenericutes;c__Mallicutes;o  Anaeroplasmatales
__Tenericutes;c__Mollicutes;o  RF33

Family level:

Legend Taxonomy

- Unassigned; Other;Other; Other; Other

- k__ Bacteria;p_ Actinobacteria;e__Actinobacteriz;o__ Actinomycetales;f Pseudonocardiaceze

[ k__Bacteria;p_Actinobacteriac__Actinobacteria;o_Bifidobacteriales;f Bifidobacteriaceae

- k__Bacteria;p__Acfinobacteria;c__Coriobacteriia;o__Coricbacteriales;f_Coricbacteriaceas

I \_ Eacteriz;p_Bacteroidetes;c__Bactercidia;o__Bactercidales;f__
k__Bacteria;p__Bacteroidetes;c__Bacteroidia:o__Bacteroidales;f Bacteroidacsas

k__ Bacteria;p_ Bacteroidetes;c_Bacteroidiazo_ Bacteroidales:f Rikensllaceas
k__ Bacteria:p_ Bacteroidetes:c__Bactercidia;o_ Bacteroidales;f  524-7
[ k__Bacteria;p__Cyanobacteria;c_Chloroplast,o__Streptophyta;f
I \__ Eacteriz;p_Firmicutes:e__Bacilli;Other; Other
I \__ Bacteria:p__Firmicutes:e__Bacilli;o__Bacillales:f__Bacillaceae
-k_Bacneria;p_FirrnicuIJes;c Bacilli;o__Bacillales;f Paenibacillaceas
k_ Bacteria;p_ Firmicutes:c__Bacilli;o__Bacillales;f Planococcaceas

k__ Bacteria:p__ Firmicutes:c__Bacilli;o__Bacillales;f Staphylococcaceas

k__Bacteria;p__Firmicutes:c__Bacillio__Bacillales;f__Thermoactinomycetaceas
k__Bacteria;p__Firmicutes;e__Bacilli;o__Lactobacillales; Dther
- k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Enterococcaceae
k_ Bacteria;p_ Firmicutes:c__Bacillijo__Lactobacillales;f Lactobacillaceae
k__ Bacteria;p_ Firmicutes:c__Bacillijo__Lactobacillales;f  Streptococcaceas
I ¢ Bacteriz:p_Firmicutes:c__Bacilli;o__Turicibacterales;f _Turicibacteraceas
I k__Bacteria;p__Firmicutes:c__Clostridia;o__Clostridiales;Other
k__Bacteria;p__Firmicutes;e__Clostridia;o__Clostridiales;f
I \_ Eacteria:p__Firmicutes:e__Clostridia;o__Clostridiales:f__Clostridiaceae
I :_ Bacteria:p_ Firmicutesse_ Clostridia;o_ Clostridiales:f _Dehalobacteriaceae
[ k__Bacteria;p_Firmicutes:c__Clostridia;o__Clostridiales:f _Lachnospiraceae
I ¢ Bacteriz:p_Firmicutes:c__Clostridia;o__Clostridiales:f Peptostreptococcaceas
- k__Bacteriz;p__Firmicutes;c__Clostridia;o__Clostridiales;f Ruminococcaceas
I \_ Eacteriz;p_Firmicutes;e__Clostridia;o__Clostridiales:f__[Mogjbacterizceae]
- k__Bacteria;p__Firmicutes;c__Erysipelotrichi;o__Erysipelotrichales;f_Erysipelotrichaceae
- k__ Bacteria;p_ Proteobacteria;e_ Alphaprotecbacteria;o_ Caulebacterales;f  Caulobacteraceas
I :_ EBacteriz:p_ Protecbacteriz;c_ Alphaprotecbacteria;o_ Rickettsizles:f _mitochondria
- k__Bacteria:p__Proteobacteria;c__Gammaprotecbacteria;o_Enterobacteriales;f Enterobacteriacsas
- k__Bacteria;p__Tenericutes;c__Mollicutes;o__Anaeroplasmatales:f _Anzeroplasmataceae
I - Eacteria:p__Tenericutes;c__Mollicutes;o__RF33:f
k__ Bacteria;p_ Verrucomicrobia;c_ Verrucomicrobiae;o_ Verrucomicrobiales;f  Verrucomicrobiaceae

Figure S2. Legends of bacterial orders or families with each color representing an individual

bacterial order or family, respectively.



