5mC

5hmC
6.0+ p>0.05 6.0- p>0.05
5.01 5.0
(&}
2 4.0 E 4.0
w0 s}
= <
o 3.0 ‘fg 3.0
K] ©
2.04 ] E
g g 2.0
1.0 1.01
0.0 0.0-

Ctrl Met Ctrl Met
Supplementary Figure S1. DNA methylation status following metformin
treatment in MCEF-7 cells

DNA methylation was measured for total genomic DNA with
MethylFlash™ methylated DNA Quantification Kit and MethylFlash™
Hydroxymethylated DNA Quantification Kit (EPIGENTEK, New York,
NY, USA) following manufacturer’s instructions. The data are from
three independent experiments. The error bars represent standard
deviation.
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Supplementary Figure S2. PHGDH knockdown by siRNA

The PHGDH fold change was estimated by western blot analysis (upper
right inset). The data are from five independent experiments. The error
bars represent standard deviation.



