Supplementary Table 1 Reactions involved in drought metabolic adaptation in terms of biomass

roduction
Rez}]catlon Compartment Reaction name EC Reference information Reference
Overexpression of E.coli gdhA Mungur et
1.4.1. | enhanced drought tolerance and al. (2006) [1]
glutamate . S
RO0243 c cytoplasm dehydrogenase 2; biomass production in tobacco
- 1.4.1. | Overexpression of E.coli gdhA Lightfoot et
3 enhanced drought tolerance and al. (2007) [2]
biomass production in maize
Eight fructose-bisphosphate Luetal.
aldolase family genes in (2012) [3]
Arabidopsis showed different
expression patterns in response to
abiotic stresses including drought
Fructose-bisphosphate aldolase Lvetal
family genes in wheat (Triticum (2017) [4]
fructose- 412 aestivum L.) were characterized
R01070_p plastid bisphosphate '1 3 " | and some genes involved in
aldolase responses to various abiotic
stresses including drought
Expression of fructose-1,6- Fan et al.
bisphosphate aldolase gene was (2009) [5]
induced by high-salinity and
drought in shoreline purslane
mangrove (Sesuvium
portulacastrum)
Serine-glyoxylate transaminase Wingler et
plays an important role in al. (1999);
RO0588 eroxisome serine-glyoxylate | 2.6.1. photo?esplratlon during drought Wingler et
_ p aminotransferase 45 stress in barley al. (2000)
[6,7]
Mutation in the hydroxypyruvate | Lietal.
RO1388_ x peroxisome hydroxypyruvate | 1.1.1. | reductase 1 gene of A?’a?i.dopsis (2015)
reductase 81 enhanced the susceptibility to [8]
drought stress
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