
[bookmark: _GoBack]Supplementary S10. Number and classification of TE consensus found by TEdenovo in the Pineapple sequence. 
The classification acronyms are fully described in (Wicker, Sabot et al. 2007). Class I : RIX LINE, RL[image: repet-pineapple Feuil1.pdf]X LTR Retrotransposons, RSX SINE, RXX unclassified Retrotransposons, RXX_NA Non-autonomous Retrotransposons, RYX DIRS, Class II: DHX Helitron, DMX Maverick, DTX TIR Transposons, DXX MITE.
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