Figure S1. Structural alignment of predicted tRNA sequences encoded in Helenus. Anticodons are in
bold. Possible introns are in lowercase. Predicted secondary structure is shown below each tRNA-like
sequence. Numbers indicate the positions inside of LTR.

(A) tRNA-Thr-GGT (blvalves)

| | * | * | * | * |
Helenus-3_CGi-LTR 45 GCTCRGT-GGTTRG GETGG GG Gl GBGG TGGGTTCGRGT! GGTTG T 117
Helenus-3_CVi-LTR 45 GT T GT GCTCRGT -GGGTHG GETGG GG Gl GBGG TGGGTTCGRGT! GGTTG] T 117
Helenus-4_SaGl-LTR 45 GTET GCTCRGTTGGT TG GETGG GG Gl GBGG TGGGTTCGRGT! GGTTG] T 118
Helenus-4B_SaGl-LTR 45 GICT GETCRGT -GGTTRG GETGG GG! Gl GBGG TGGGTTCGRGT! GGTTG] T 117
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(B) tRNA-Thr- AGT/TGT (blvalves)

Helenus-4_CVi-LTR 35 GGl TGG GTGG - GGGG-TEEEGGGTTECHT T 107
Helenus-5_SaGl-LTR 35 GG TGG GTGG-TT GGGG-TEEEGGGTTCCHT GGT 108
Helenus-4_PiIm-LTR 21 -GcGT! G [ehvolele GEllGGTETCGGGTTCGHT GG
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(C) tRNA-His-ATG (blvalves)

* | * | * | * | * | * |
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Helenus-3_PTrit-LTR 167 GTTTGRGGECGTGGGTT! TRGTG

Helenus-7_PHor-LTR 161 Gl GTTTGRGGTCRTGGGTT TRGTG
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Helenus-5_PGr-LTR 156
Helenus-5_PSt-LTR 161
Helenus-6_PSt-LTR 156

(D) tRNA-Thr-TGT (fungl)

Helenus-6_PGr-LTR 154 GEGH T GTGGTT T ) T GI TGGGTT 225
Helenus-1_HemVas-LTR 24 GITTi TT G T GTGGTT] TEECTGGT GGTTC]] TGT GGGG 95
Helenus-1B_HemVas-LTR 24 GITTi GTGGTT] G G G T GTGGT GGTTCG TG 95

SE5555>, 555> OO <LLLLLLLLLLLL,

(E) tRNA-Thr-AGT (fungl)

* | * | * | * | * |
Helenus-4_PGr-LTR 147 TGG] GTGGT] GGCHT TCCTRG' fejele] GGT GGTT 234
Helenus-4_PSt-LTR 145 TGG] T G GTGGT] GGCHT TCCTRG' fejle] GGT GGTT 232
Helenus-12_PHor-LTR 149 TGG GTGGT] GGCHT TCCTRG' gtq| GGT GGTT 236
Helenus-1_MLP-LTR 105 TGT GTGGHT] GGCHG TC-TRGTHt-gtgt: e GGTCRTGGGTT! 190
Helenus-10_CroRib-LTR 94 GTG TTT| TCRGTTGGTERG TTCTRGTT-----—-————— GGTEGTGGGET] 170
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(F) tRNA-Thr-CGT (fungl)

Helenus-1_PuAra-LTR 156 GIG TGGTT G'I‘ GTTG] GGTTGTGGGTT
Helenus-3_UVF-LTR 160 TGGTT] GTTGRGGTTGTGGGTT!
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