Gene Cluster ID Atp6vl1A

Drosophila melanogaster gene Vha68-2 (CG3762)

FlyBase ID FBgn0020367

Predicted function ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A

Protein size 614 amino acids

Cytogenetic map 21.:34A3-34A3

Gene sequence location 21.:12,974,322..12,978,607 [+]

Dmel CLEAR sequence TCAGCTGA; TCAGCTGA; TCACGTGA; TCAGCTGA

CLEAR sequence location 21.:12974792..12974799; 21.:12975013..12975020; 21.:12975303..12975310; 2L.:12975499..12975506
Drosophila Atp6v1A paralogs Vha68-1 (CG12403); Vha68-3 (CG5075)



http://flybase.org/reports/FBgn0263598.html
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FlyBase gene model & CLEAR element (red) pos1t10ns*
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Dmel' CTTGTCAGCTGACCCC TTTGTCAGCTGACGGC TCTGTCACGTGAMACG CTTGTCAGCTGACAGA
Dsimh CTTGTCAGCTGACCCC TTTGTCAGCTGACGGEC TCTGTCACGTGAAMACG CTTGTCAGCTCACAGA
Dsech CTTGTCAGCTGACCCC TTTGTCAGCTGACGGC TCTGTCACGTGAMACG CTTGTCAGCTGACAGH
Dyakh CTTGTCAGCTGACCCC TTTGTCAGCTGACGGC TCTGTCACGTGAAGCGE TTTGTCAGCTGACAGH
Dere' CTTGTCAGCTGACCCC TTTGTCAGCTGACGGC TCCOGTCACGTGAAMAACG CTTGTCAGCTGACAGH
Dbia% CTTGTCAGCTGACCCC CTTGTCAGCTGACGGC TCTGTCACGTGAMCCGE CCCGTCAGCTGACGAG
Dtakh CTTGTCAGCTGACCCC TTTGTCAGCTGACGGEC TCTGTCACGTGAAMACG CTTGTCAGCTCACAGA
Deugh CTTGTCAGCTGACCCC TTTGTCAGCTGACGGEC TCTGTCACGTGAMACG TTTGTCAGCTGACARD
Dele' CTTGTCAGCTGACCCC CTTGTCAGCTGACGGC TCTGTCACGTGAAMACG TTTGTCAGCTGACAAT
Drho% CTTGTCAGCTGACCCC TTTGTCAGCTGACGGC TCTGTCACGTGAAMAACG CTTGTCAGCTGACAAT
Dfich CTTGTCAGCTGACCCC CTCGTCAGCTGACGGC TCTGTCACGTGAMACGE TTTGTCAGCTGACAGA
Dkikh CTTGTCAGCTGACCCC TTTGTCAGCTGACGGEC TCTGTCACGTGAAMACG CTTGTCAGCTCACARARN
Dbiph CTTGTCAGCTGACCCC CTTGTCAGCTGACAGT TTTGTCACGTGAACCGE GTCGTCAGCTGACAGH
Dana% CTTGTCAGCTGACCCC CTTGTCAGCTGACAGC TTTGTCACGTGAACCGE GTCGTCAGCTGACAGH
Dpse' CTTGTCAGCTGACCCT TTTGTCAGCTGACGCC TTTGTCACGTGAAMAACG TTTGTCAGCTGACARN
Dper' CTTGTCAGCTGACCCT TTTGTCAGCTGACGCC TTTGTCACGTGAMACGE TTTGTCAGCTGACARMA
Dmirh CTTGTCAGCTGACCCT TTTGTCAGCTGACGCC TTTGTCACGTGAAMACGE TTTGTCAGCTCACARAN
Dwilhy CGTGTCAGCTGACCTC ATTGTCAGCTGACAGA TTTGTCACGTGAMATE =———meeee———————
Dalbh ACAGTCAGCTGACCTT TTTGTCAGCTGACAAL ==memmcsmcmsms===== GTTGTCAGCTGACAGT
Dmoih CAAGTCAGCTGACCTT GCTGTCAGCTGACAGC TTTGTCACGTGAAMAATG TGTGTCAGCTGACAGT
Dviry TCAGTCAGCTGACCTT GTCGTCAGCTGACAGC TTTGTCACGTGAMATA TATGTCAGCTGACAGC
Dgri' ATAGTCAGCTGACCTT TTTGTCAGCTGACAGC TTTGTCACCGTGAAMAGA TGTGTCAGCTCACAAC
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Atp6v1A gene structure comparison:

bps
. Atp6vlA ||, . . . . Il Extended CLEAR [P
Species S'exon||intron || exon ||intron |[exon||intron ||exon||intron |[exon3 . Position||from
orthologs region
TSS
tattttgecttg TCAGCTGA cececttececg intronl 470
. ttttttcatttgTCAGCTGAcggceaatgacag intron] 691
Drosop hzla_melanog aster || Dmel\Vha68-2 1170 413 108 ttcaaagctctgTCACGTGAaacgaaagctct intronl 981
acctgececttgTCAGCTGAc cagagggctgag intronl 1177
tattttgecttgTCAGCTGAcccccttecceg intron]
. . . ttttttcatttgTCAGCTGAcggcaatgacag intronl
Drosop hlla_Slmulans Dsim\Vha68-2 346 104 ttcaaagctctgTCACGTGAaacgaaagctet intronl
acctgececttgTCAGCTGAcagagggcetgag intronl
tattttgecttg TCAGCTGA cececttececg intronl
. . ttttttcatttgTCAGCTGAcggceaatgacag intron]
Drosop hlla—seChellla Dsec\GM 10085 357 108 ttcaaagctctgTCACGTGAaacgaaagcetct intronl
acctgececttgTCAGCTGAc cagagggctgag intronl
tattttgecttgTCAGCTGAcccccttecceg intron]
. ttttttcatttgTCAGCTGAcggcaatgacag intronl
DI"OSOp hlla—yakuba DYM 352 L ttcaaagctctgTCACGTGAagcegaaagetct intronl
acctgecctttgTCAGCTGAcagagggcecaag intronl
tattttgecttg TCAGCTGA cccecttececg intronl
. ttttttcatttgTCAGCTGAcggceaatgacag intron]
Dros op hlla—ereCta Dere\GG23804 378 1 ttcaaagctccgTCACGTGAaacgaaagctct intronl
acctgteccttgTCAGCTGAcagagggecaag intronl
tatttcgecttgTCAGCTGAccccctteceeg intron]
. . . . ctttttcacttgTCAGCTGAcggcaatgacag intronl
DI"OSOp hlla—blarmlp €s M 440 66 ttcaaagctctgTCACGTGAaccgaaagctet intronl
tcacctgceccgTCAGCTGAcgaggggctaac intron]
aattttgccttgTCAGCTGAccccctteeceg intronl 430
. .. ttttttcatttgTCAGCTGAcggcaatgacag intron] 636
Dros op hlla_suzuku M 1132 634 67 ttcaaagctctgTCACGTGAaacgaaagctct intronl 919
cetgeecectcgTCAGCTGAcgaagggctaac intronl 1118
tattttgecttgTCAGCTGAccccecttecceg intron]
. .. ttttttcatttgTCAGCTGAcggcaatgacag intronl
DI"OSOp hlla_takahashll M 346 332 ttcaaagetctgTCACGTGAaacgaaagcetec intronl
cctgeececttgTCAGCTGAcagagggctaac intron]
tattttgccttg TCAGCTGAcccctttceceg intronl
. o7 ttttttcatttgTCAGCTGAcggceaatgacag intron]
Drosop hzla_e ug racilis m gm 421 63 ttcaaagctctgTCACGTGAaacgaaagctct intronl
ctgctetetttgTCAGCTGAcaaaactaaace intronl
tattttaccttgTCAGCTGAcccccettceccg intron]
. ttttttcacttg TCAGCTGAcggcaatgacag intronl
DI"OSOp hlla—eleg ans M 303 66 ttcaaagctctgTCACGTGAaacgaaagctet intronl
cctgeecttttgTCAGCTGAcaatggeccaac intron]
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Drosophila_rhopaloa

Drho\Vha68-2

Drosophila_ficusphila

Dfic\Vha68-2

Drosophila_kikkawai

Dkik\Vha68-2

Drosophila_bipectinata

Dbip\Vha68-2

Drosophila_ananassae

Dana\GF14214

Drosophila_pseudoobscura

Dpse\GA28953

Drosophila_persimilis

Dper\Vha68-2

Drosophila_miranda

Dmir\Vha68-2

Drosophila_willistoni

Dwil\GK 15307

Drosophila_albomicans

Dalb\Vha68-2

Drosophila_mojavensis

Dmoj\GI18088

Drosophila_virilis

Dvir\GJ16804

403 68
68 . l 170

tattttgecttgTCAGCTGAcccccttecceg
ttttttcatttgTCAGCTGAcggcaatgacag
ttaaaagctctgTCACGTGAaacgaaagctct

cetgegetcttgTCAGCTGA caatgggcecaac

intron]
intron1
intron1
intronl

tattttgecttg TCAGCTGA cececttececg
ttttttcgctcgTCAGCTGAcggceaatgacag
ttcaaagctctgTCACGTGAaacgaaagctct
cetgttttttgTCAGCTGAcagaagagccaa

intron1
intron]
intronl
intron1

tattttgccttg TCAGCTGAccccgetceecg
ttttttcatttgTCAGCTGAcggcaatgacag
cgcaaagetctgTCACGTGAaacgaaagctet

acctgttgcttgTCAGCTGAcaaaagggcecaa

intron]
intron1
intron1
intronl

tattttgtcttgTCAGCTGA ccectecctete

tttttccacttgTCAGCTGA cagtggtettgt
cgcaaagetttgTCACGTGAaccgaaagetct
tetegegtgtcgTCAGCTGAcagaggeccaac

intron1
intron]
intronl
intron1

tattttgccttg TCAGCTGAccccteteecte
tttttccacttgTCAGCTGA cageggtcttgt
cgcaaagetttgTCACGTGAaccgaaagetct

tetggecegtcgTCAGCTGAcagaggegeaac

intron]
intron1
intron1
intronl

tattttgecttg TCAGCTGA cecteecctege

tttttccatttgTCAGCTGAcgccaatgacag
gecaaagetttgTCACGTGAaacgaaagcetct
cacctcgatttgTCAGCTGAcaaaagggcecag

intron1
intron]
intronl
intron1

tattttgecttgTCAGCTGAccctecectege
tttttccatttg TCAGCTGAcgccaatgacag
gecaaagetttgTCACGTGAaacgaaagcetet

cacctcgatttgTCAGCTGAcaaaagggccag

intron]
intron1
intron1
intronl

tattttgecttg TCAGCTGAcccteecctege

ttttttcatttgTCAGCTGAcgcecaatgacag
gecaaagetttgTCACGTGAaacgaaagcetct
cacttcgatttgTCAGCTGAcaaaagggccag

intron1
intron]
intronl
intron1

ttttctgeegtg TCAGCTGAccctececctege
ttcttccaattgTCAGCTGAcagaaaatgaca
cgcaaagetttgTCACGTGAaatgaaagetct

intron]
intron1
intronl
intronl

atagttgcacagTCAGCTGAccttcegetege
tttttccatttg TCAGCTGA caacatgacagt

attaacctgttgTCAGCTGAcagtgataagaa

intron1
intron]
intronl
intron1

atatttgtcaagTCAGCTGAccttacgecegt
ccagttgtgctgTCAGCTGAcagcatgacagt
tgcaaagetttgTCACGTGAaatgaaagctet
gegetetatgtgTCAGCTGAc cagtgataagaa

intron]
intron1
intronl
intronl

ataattgttcagTCAGCTGAccttccgecege
ttecagtegtcgTCAGCTGA cagcatgacagt
tgaaaagctttgTCACGTGAaataaaagetct
gecttetatatgTCAGCTGAcagegataagaa

intron1
intron]
intronl
intron1
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ataattggatagTCAGCTGAccttcecactge intron1
Drosophila_grimshawi | DeriGHL1385 . “ . ” l 0 e o
ctetteggtgte TCAGCTGAcaacgataagaa || intronl
Vha68-1 (CG12403)
Drosophila_melanogaster Dmel\Vha68-1 - . . 263 - 85 - 55 -
Drosophila_simulans Dsim\GD22093 - . . 240 - 85 - 55
Drosophila_sechellia Dsec\GM25943 - . . 187 - 85 - 55
Drosophila_yakuba Dyak\GE11978 - .. 334 - 95 - 58 _
Drosophila_erecta Dere\GG10233 - .. 240 - 85 - 58 -
Drosophila_biarmipes Dbia\Vha68-1 - . . 217 - 285 - 99 |
Drosophila_suzukii Dsuz\Vha68-1 - . . 220 - 423 - 97
Drosophila_takahashii Dtak\Vha68-1 - . . 612 - 364 - 55 =
Drosophila_eugracilis Deug\Vha68-1 - . . 236 - 87 - 96
Drosophila_elegans Dele\Vha68-1 - . . 101 - 679 - 318
Drosophila_rhopaloa Drho\Vha68-1 - .. 146 - 141 - 54 =
Drosophila_ficusphila Dfic\Vha68-1 - . . 469 - 364 - 83
Drosophila_kikkawai Dkik\Vha68-1 - . . 86 - 1178 - 55 -
Drosophila_bipectinata Dbip\Vha68-1 - . . 71 - 74 - 80 =
Drosophila_ananassae Dana\GF15651 - .. 76 - 66 - 58
Drosophila_pseudoobscura Dpse\GA11612 - . . 77 - 70 - 66
Drosophila_persimilis Dper\GL.24783 - . . 77 - 70 - 66 -
Drosophila_miranda Dmir\Vha68-1 - . . 74 - 70 - 66 |
Drosophila_willistoni Dwil\GK 14815 - .. 87 - 57 - 59 =
Drosophila_albomicans Dalb\Vha68-1 - . . ND - 66 - 59
Drosophila_mojavensis Dmoj\GI21237 - . . 84 - 62 - 68
Drosophila_virilis Dvir\GJ11069 - . . 70 - 58 - 70 =
Drosophila_grimshawi Deri\GH10350 - .. 79 - 59 - 70 -

Vha68-3 (CG5075)
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Drosophila_melanogaster Dmel\Vha68-3 - 63 |
Drosophila_simulans Dsim\GD23861%* - 96 |
Drosophila_sechellia Dsec\GM 10088 - 94

Drosophila_yakuba Dyak\GE18611 - 99
Drosophila_erecta Dere\GG23805 - 165
Drosophila_eugracilis -
Drosophila_suzukii Dsuz\Vha-3 - 1787
Drosophila_takahashii -
Drosophila_ficusphila Dfic\Vha68-3 - 632
Drosophila_elegans - -
Drosophila_rhopaloa Drho\Vha68-3 - 1210
Drosophila_kikkawai - |
Drosophila_biarmipes - - |
Drosophila_bipectinata Dbip\Vha68-3 - 108 |
Drosophila_ananassae -

Drosophila_pseudoobscura Dpse\GA 18641 - 65
Drosophila_persimilis Dper\GL24733* - 65
Drosophila_miranda Dmir\Vha68-3 - 65
Drosophila_willistoni Dwil\GK 15309 - 57

Drosophila_mojavensis -
Drosophila_virilis -
Drosophila_grimshawi Deri\GH11386 - 502
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