Gene Cluster ID Atp6vOe

Drosophila melanogaster gene

VhaM9.7-b (CG7625)

FlyBase ID

FBgn0028663

Predicted function

ATPase, H+ transporting, V0 subunit e
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Atp6v0Oe CLEAR element conservation:

5'/5'UTR

5'/5'UTR

GGGACATGTCCGTCATGTGATATTCGTTGCTC
cattatatttaaTCATGTGAcacacgacgaca
tcccatgggtgaTCATGTGAcatttgegtage
gctctttacgcaTCATGTGAtaattagtaatt
aacgatttcgggGCACATGAcgtgtgacgtca
gaaacaaaatagTCATATGAttaatcgaccga

GCGTTTGAAACGTCACATGATGAGTGACGCGT
CCACCAAGGACGTCACATGAGTGACTCACTCA

ATCCGATAATTGTCATATGACTACGACATTCA
CCGATTCTCATGTCATATGACTGCCAATGTTC
ATTCTACGAATGTCATATGACTTAAAACAGTG

GTCCTGTGCGCATCATATGACTTTGACACTTC
TCCCCTACCTAGTCATATGATTTTGACGTCTA

AAATCGAAATATTCACGTGATTCACATTTACT
AAATCGAGATATTCACGTGATTCACGATTACT
AAATCGAGATATTCACGTGACTCTCATTTACA
AAATCGAGATATTCACGTGACTCCCATTTACA

CCTGTACGCCTGTCATGTGATATTTTTCTCAT
CCTGTACGCCTGTCATGTGATATTTTTCTCAT
CCTGTACGCCTGTCATGTGATATTTTTCTCAT
TGCTTGTGACTGTCATGTGATATTTTTCTCTT
TGTTCTGCTCTGTCATGTGATATTTTTCTCTT
TGTTCTGGTCTGTCATGTGATATTTTTCTCTT
TGTTCTGGTCTGTCATGTGATATTTTTCTCTT
GTCCGTGGTCTGTCATGTGATATTTTTCTCTT
TGTTCTTGTCTGTCATGTGATATTTTTCTGCC
TGGTACAAGCTGTCATGTGATGTTTTTCTCTG
ACGTCACTGCTGTCATGTGATGTTTTCTCTTC
ACGTCACGGCTGTCATGTGATGTTTTCTCTTC
CACCCGAACCTGTCATGTGATATTTTTCTCAC
CACCGAGACCTGTCATGTGATTATTATTTTCT
GCGCGCTCACTGTCATGTGATTGTCATGAGAA

intron2
GTTCAATCGGAATCACATGACAACAAACACTA
TTCTGTTACTAGTCATGTGATTAAATTATGGG
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GAACTGAGCGCTTCACGTGATCTGTTTGTGTC
CAATCGATGTG-TCACGTGAATAGTACAAAGA
CAATCGATGTG-TCACGTGAATAGTACAAAGA
TAATCGATGTA-TCACGTGAACAATACGAAGA
AGATCAATGTG-TCACGTGAACAGTACGAAGA
TGATCGATGTG-TCACGTGAATGGTACGAGGA
GAATCGATATG-TCACGTGAATCAGGCGAAGG
GAATCGATATA-TCACGTGAAGATCTCTCATG

aaatattttgaaTCACATGAtttcgtctgett
caaagttagctgTCACATGAcacaagatatct

ACAAAGAATCTCTCATGTGATCCTTTCGATAC
ACAAAGAATCTCTCATGTGATCCTTTCAATAC
ACGAAGATTCTCTCATGTGATCCTCCCAGTTT
ACGAAGATTCTCTCATGTGATCCTTCCAGTTT
ACGAGGAGTCTCTCATGTGATTCTTTCGTTAT
GCGAAGGTACTCTCATGTGATCCTCCCAGTTT
CGTGAAGATCTCTCATGTGATCCTTCCCGTTT

TGCGCATGTTCATCATGTGACAGAAAGCAGAC
TGCGCATGTTCATCATGTGACAGAAAGCAGAC
TGCGCATGTTCATCATGTGACAGAAAGCAGAC

tttctagtaataTCATGTGAtccgttcgcaga

tgtaattatcgtTCATATGAaagttttaatta

Atp6v0e gene structure comparisons:
(Click on orthologs for genomic, mRNA and protein sequence informations)

Key: .
bps
Order Species Atp6vO0e orthologs S'exon ||intron||exon||intron exon3' Extended CLEAR region Position || from
TSS
Diptera D hil ! t Dmel\VhaM9.7-b 70 68 tgtccg TCATGTGAtattcgttgct 5'UTR 38
o iy r L= acatgtcc, attcgttgcte f
(Drosophilidae) osophuia_metanogaste gegacatgtecg gttg
Diptera .
. Musca_domestica Mdom\Atp6vOe 96 74 cattatatttaaTCATGTGAcacacgacgaca 5'UTR? |[>-144
(Muscidae) e —
Diptera . .
.. Ceratitis_capitata Ccap\Atp6vOe 81 61 teccatgggteaTCATGTGAcatttgegtage 5'UTR? || -24
( Tephritidae) e
Diptera . . Gmon\Atp6vOe
. — 57 77 "UTR? <
(Glossinida) Glossina_morsitans TMP002992 gctetttacgcaTCATGTG Ataattagtaatt 5'UTR? || >-83
Dint Lutzomyia_longipalpis Llon\Atp6vOe 90 - 66 aacgatttcgggGCACATGAcgtgtgacgtca 5'UTR 22
iptera
(Psychodidae) . gaaacaaaatagTCATATGAttaatcgaccga 5 >-32
Phlebotomus_p apatast Ep—apﬁp% n » aattcttcacct TCACGTGAtttttcttacag intronl || >176
Diptera . Agam\Atp6v0e
. . Anopheles_gambiae meE T 91 76 cetgtacgectg TCATGTGAtatttttctcat 5'UTR 6
(Culicidae) prietes g AGAP003588 glacgeetg
Anopheles_arabiensis Aara\Atp6v0e 85 - 77 cetgtacgectg TCATGTG Atatttttctcat 5'UTR? ||>-123
Anopheles_quadriannulatus Agan\Atp6vOe 86 - 76 cetgtacgectg TCATGTG Atatttttctcat 5'UTR? |[>-124
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Anopheles_christyi Achr\Atp6vOe 64 - 77 tgcttgtgactg TCATGTGAtatttttctett 5'UTR? ||>-123
Anopheles_epiroticus Aepi\Atp6v0e 74 - 78 tgttctgctctg TCATGTGAtatttttctctt 5'UTR? |[>-105
Anopheles_minimus Amin\Atp6vOe 78 - 90 tgttctggtcte TCATGTG Atatttttctctt 5'UTR? |[>-112
Anopheles_funestus Afun\Atp6vOe 74 - 87 tgttctggtctg TCATGTG Atatttttctctt 5'UTR? |[>-110
Anopheles_stephensi Aste\Atp6v0e 79 - 75 gtecgtggtctg TCATGTGAtatttttctctt 5'UTR? |[>-119
Anopheles_dirus Adin\Atp6v0e 70 - 80 tgttcttgtctg TCATGTGAtatttttctgee 5'UTR? ||>-120
Anopheles_nili Ani\Atp6vOe 74 - 74 tggtacaagctg TCATGTGA gtttttctctg 5'UTR? |[>-119
Anopheles_albimanus Aalb\Atp6v0e 91 - 91 acgtcactgctg TCATGTGAtgttttctettc 5'UTR? |[>-116
Anopheles_darlingi Adan\Atp6vOe 86 - 85 acgtcacggetgTCATGTGAfgttttctctte 5'UTR? ||>-122
. Aaeg\Atp6v0e ccaccaaggacg TCACATGAgtgactcactca 5 26
Aedes_aegypti AAEL010819 0 4734 caccgagacctg TCATGTGA tattattttct SUTR || 4
.. . Cqui\Atp6V06 gegtttgaaacg TCACATGAtgagtgacgegt 5 >-129
R e o 1
Culex_p tprens_qut. CP1JO13144 ? n cacccgaacctgTCATGTGAtatttttctcac 5 >-173
LDz Mayetiola_destructor Mdes\Atp6v0 82 90 tcactg TCATGTGALttgtcat 5'UTR? 164
(Ceci domyii dae) yetiola_destructo €S R c gegegctcactg gtcatgagaa 7 |>-
Bombyx_mori Bmor\Atp6vOe 83 - 1579 . ND tatctatgacag TCATATGActctcggtgaca 5' >-26
Manduca_sexta Msex\Atp6vOe ND - ND . 7377 ND
Lepidoptera Danaus_plexippus Dple\Atp6vOe 68 - 476 . ND ccgattctcatg TCATATGActgccaatgttc 5' >-109
Heliconius_melpomene Hmel\Atp6vOe 74 - 873 . ND atccgataattgTCATATGActacgacattca 5' >102
attctacgaatgTCATATGActtaaaacagtg 5 -67
leella—xylos’ella P_XYMP% 88 . 965 l 3949 tagttaatgtgc TCACATGAtggtcataagtc intron2 447
Strepsiptera Mengenilla_moldrzyki Mmol\Atp6vOe 45 - 49 . 57 ND
. . TC&S\AtpﬁVOe gteetgtgegcaTCATATGActttgacactte 5 -17
el 1
Tribolium_castaneum LOC662403 6 46 33 gttcaatcegaaTCACATG Acaacaaacacta intron2 || 322
Coleoptera tegttgaatcgaTCACGTGAatgacaactcee 5' -27
Dendroctonus_ponderosae Dpon\Atp6vOe 61 678 133 tecectacctag TCATATGATtttgacgtcta 5' -6
ttetgttactagTCATGTGA ttaaattatggg intron2 326
Hymenoptera . . Amel\Atpbv
y P Apis_mellifera mﬁs Qe 154 86 105 aaatcgaaatat TCACGTGAttcacatttact 5'UTR 20
Apis_florea Aflo\Atp6v0e 151 - 77 . 101 aaatcgagatatTCACGTGAttcacgattact 5 >-74
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Bombus_terrestris Bter\Atp6vOe - . aaatcgagatat TCACGTGActctcatttaca 5'UTR || 100
Bombus_impatiens Bimp\Atp6vOe - . aaatcgagatat TCACGTGActcccatttaca 5UTR? || >-84
Megachile_rotundata Mrot\Atp6VOe - . gaactgagcgctTCACGTGA(tetgtttgtgte 5 >-82
. . tcaatcgatgtgTCACGTGAatagtacaaaga 5 >-121
Acromy rmex_echinatior mpm . l acaaagaatctcTCATGTGAtcctttcgatac 5' >-96
tcaatcgatgtgTCACGTGAatagtacaaaga 5' >-113
Atta_cep halotes &Pﬁpm . l acaaagaatctcTCATGTGAtcctttcaatac 5 >-88
Lo . gtgatcgatgtgTCACGTGAatggtacgagga 5' -14
SOIenop Sis_invicia MPM . l acgaggagtctcTCATGTGA ttetttcgttat 5'UTR 13
. ttaatcgatgtaTCACGTGAacaatacgaaga 5' >-132
Camp onotus_ﬂ oridanus Mpw . l acgaagattctcTCATGTGAtccteccagttt 5' >-107
Harpegnathos_saltator Hsal\Atp6vOe - . cgaatcgatataTCACGTGAagatctc TCATGTGAtcctteecgttt 5' >-108
cagatcaatgtgTCACGTGAacagtacgaaga 5' >-131
Pogonomy. rmex_barbatus Mp6v0e . l acgaagattctcTCATGTGAtccttccagttt 5 >-106
. . . cgaatcgatatgTCACGTGAatcaggcgaagg 5' >-136
Linep ithema_humile Lhu—m\A%pw . l gcgaaggtactct TCATGTGAtcctcecagttt 5 >-111
| Nasonia_giraulti || Ngin\Atp6v0e tgcgcatgttcaTCATGTGAcagaaagcagac || 5 ” >-83 |
| Nasonia_longicornis ” Nlon\Atp6vOe tgegeatgttcaTCATGTG Acagaaagcagac ” 5' ” >-83 |
Nasonia_vitripennis %ﬁ% . I tgegceatgttcaTCATGTGAcagaaagcagac 5' >-59
Acyrthosiphon _pisum AL%% . I tactaccacgTCATATGALttgccgtcaa intron 2 || 2344
Hemiptera —_——
Rhodnius_prolixus Rpro\Atp6v0e - . ND
Phthiraptera Pediculus_humanus %ﬁ% . aaatattttgaa TCACATGAtttcgtctgett 5' >-99
tttctagtaataTCATGTGAtccgttcgcaga 5 >-49
Odonata Ladona—fu Iva MIM . tgtaattatcgt TCATATGAaagttttaatta intron2 || >260
| Crustacea || Daphnia_pulex || Dpul\Atp6v0Oe - caaagttagctgTCACATGAcacaagatatct || 5' ” il |
Aracnida . Isca\Atp6vOe
—— ND
Ixodes_scapularis ISCWO018653
Homo_sapiens ATP6VOE1 10810 - 24415
Cnidaria Nematostella_vectensis ||NEMVEDRAFT v1g192225 318 - 1144
Placozoa Trichoplax_adhaerens TRIADDRAFT 63123 989 - 148
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