tp6v0a

Protein Cluster ID ATP6VOA-1

Drosophila melanogaster gene Vhal00-1 (CG1709)

FlyBase ID FBgn0028671

Predicted function ATPase, H+ transporting, lysosomal V0 subunit al

Atp6v0a-1 gene structure comparisons:

Key: UTR region, EDSTegion , alternatively spliced exons

INTRON

( Tephritidac)

Order Species
| (Dm[:;';‘:i‘ﬁ || Drosephila_melanogaster || Dmel\ha100-1
| (N'[)J;’éf‘;':e) Musca_domestica

Diptera

Ceratitis_capitata

Ccap\Vhal00-1

&
|

- |

m N

Diptera . .
| (Glossinidae) Glossina_morsitans Gmon\Atp6vOal
Diptera Lutzomyia_longipalpis Lion\At
(Psychodidae) | ppyeporomus_papatasi
Diptera .  Agam\Atp6v0al
(Culicidae) Anopheles_gambiae AGAPO03711
heles_c iensi: Aara\Atp6vOal
heles_gt i Agan\Atp6vOal
Anopheles_christyi AchiAtp6v0al
A
Anopheles_minimus || Amin\Atp6vOal
Anopheles_funestus | Afun\Atp6vOal
Anopheles_stephensi Aste\Atp6v0al
Anopheles_dirus Adin\Atp6v0al
Anopheles_nili Anil\Atp6v0al
_ Aalb\Atp6v0al
Anopheles_darlingi Adan\Atp6v0al
Aedes_aegypti Aace\Atp6v0al
Culex_pipiens_qui. || CAubMAtpOvOal
Diptera Mayetiola_destructor || Mdes\Atp6v0al
(Cecidomyiidae) layetiola_destructor es\Atp6vOa
Bombyx_mori Bmor\Atp6v0al
Manduca_sexta Msex\Atp6v0al
Lepidoptera Danaus_plexippus Dple\Atp6v0al
! Hmel\A
Plutella_xylostella PxyMAtp6v0al
Strepsiptera Mengenilla_moldrzyki || Mmol\Atp6v0al
Tribolium_castaneum Teas\Atp6vOal
Coleoptera
d _pond D
Hymenoptera

Apis_mellifera

AmeNAtp6v0al

N N

Apis_florea

Aflo\Atp6v0a-1

Bombus_terrestris

Bte\Atp6v0al
LOC100644609

N ER

Bombus_impatiens

Bimp\Atp6v0al

-]
|
N

3 intron|| S'exon ||intron||  exon i
exon

N NN - .
[ - -
o ] I

[ = ]
N -
=R

[ = ]
NN - B
[ = ]
-

exon ||intron

exon
431 ||101+595+42
4023 ND ND -
4084 ND ND
548 ||98+ND+ND|| 2108
ND ND ND ‘-
ND ND ND ‘-
1969 || 954438442 || 1618
1997 || 954432442 || 1623
1985 || 954435442 || 1633
1922 || 954422442 || 1567
2041 |[ 95+411+42 || 1665
1830 || 954420442 || 1359
1818 || 954432442 || 1525
ND ND ND
1852 || 954423442 || 1449
1669 || 95+417+42 || ND
1998 || 95+368+42 || 1282
2011 |[95+416+42 || 1250
10223 |[ 98+373+42 || 865
1694 || 954510442 || 912
ND ND ND
-‘ 18949 ND ND
-‘ 17147 ND ND
698 89 5127
-‘ 1001 89 ND
-l 878 89 ND
ND ND ND
1907 ND ND
7037 ND ND
ND 101 ND
9185 101 6221
6891 101 2531
6896 101 2574

intron|| exon ||intron’ exon intron || exon i i i i
- ‘-

intron||exon

bps
Extended CLEAR region iti from
TSS
ND
ND
ND
ND
ND
ND
‘gecetgeectge TCATGTGAlgegaggaaate |[5' 617
] > 467
gecetgeectge TCATGTGAlgegaggaaate |[5' >-471
aanaanactasa TCACATGAaaaaatgtiaaa
‘gecetgeectac TCATGTG Atgliageaatce  |[5' >-411
tganatecaacc TCACATG Agtiggggaatea > 370
tgiectetttac TCATGTG Atgecagagaaat 5 ||>-a61
‘gecttgagecacTCATGTGAlgttaganaate 5 |[>-406
gectigeactac TCATGTG Atgttagaaaate 5 |[>-408
attatcegecac TCATGTGAtgatgatggtga 5 |[>-a36
ND
ND
ND
ND
ND
ND
ND
acegaataaatg TCATGTGActgattaaaaaa || intronl || 1783
acttgtgaccag TCACATGActgattaazaca || intron || >1612
tatcatcagaaTCATGTGAUgtaatataat || intron] || 1463
atcacaguaaaTCACATGAgattaatat || inronl || >1901
ND
ND
cgteageguigg TCACGTGAceacgecanaat || 5' 332
tcacaaactgaTCATATGAcatiaatgtaat g 339
tteacaaactgaTCATATG Acattaacgtaat s[>
ttcacanactgaTCATATG Accacaaaggagt g -401
ttcacaaactgaTCATATGAccacaaaggagt 5 |[>em
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Megachile_rotundata || MrotAtp6vOal .I:\.. 3368 101 272 tetataagitaTCATATGAcacgetaateea 5 |[>607
A c_echinati Aech\Atp6v0al .I:‘.. 12487 101 3250 teggacgtgaTCATGTGAlcatgicagatg s |[>970
Atta_cephalotes Acep\Atp6vOal -|:|.. 12045 101 3471 teaacaattigaTCACATGAteattgegattg s >-1615
P . ttttaaticaTCAATTG Atcaatcgeatta 5 |[>ass
tteagacgega TCATGTGAttatgtcagaca s[>0
P _barbatus || Pbar\Atp6v0al ‘.I:l.. 5708 101 1762 atttttgtageaTCACGTG Atcactgeaceet 5 >413
e i Cfio\Atp6v0al .I:‘.. 5672 101 1449 ND
Linepit _humile || Lhum\Atp6v0al I:\.. 4984 101 1620 cangaagegetlTCACGTGAceattcgegtat || 5 || >-175
_saltator || Hsal\Atp6vOal I:‘.. 4614 101 1649 cetegeteaceaTCACGTGAcetgegetegeg || 5 || >-206
Nasonia_vitripennis Nvit\Atp6vOal I:‘.. 3271 101 3316 titttcgtecgaTCATATG Acaccttttgeac s 267
Nasonia_giraulti NginAtp6voal ‘.I:l.. 3222 101 3317 tttticgtecgaTCATATG Acacettttgeac s >-658
Nasonia_l i i Nlon\Atp6vOal I:l.. 3248 101 3338 tttttcgtecgaTCATATG Acacettttgeac 5 >-658
Lful\Atp6v0al -l:ll. ND ND ND tatettegatat TCATATG Accgacttgagte g >76
Odonata Ladona_fulva
[onaeon |00 0| -
Phum\Atp6vOal -l:ll. ND ND ND aanataagttga TCACATGAtgaaataataaa || intronl || >568
Phthiraptera Pediculus_humanus
Phum\Atp6v0a2 .|:|. 546 wagtigngTCACGTGAmataagatt | o5 |1 1726,
peve R 5
Crustacea Daphnia_pulex
Dpul\Atp6v0a2 232 ND
Isca\Atp6v0al .|:|I. 5004 agaaaggegaaa TCATGTGAcattttegggte || intron2 || >392
Ixodida Ixodes_scapularis
Isca\Atp6v0a2 .\:‘.. 184 ggecgeantlTCACGTGAcazaagettt || 50y 15 179
’ Atp6v0a Rl . ; bps
Order Species intron S'exon intron||  exon intron intron||exon i intron exon||intron exons i intron Extended CLEAR region |[Position ||from
orthologs ~[|exon
TSS
ATP6VOAL . .- GGATCARATGACAA SUTR || 303
Ny v
[ [ w
'ACG 5 |59

tgetgtgatgas TCATGTG Acuangtgggaat || inron]  |[ >274
ttcattetettc TCACATGAattetatttaacaa intron3 >901

ttettatgatcg TCACATG Atgtitgegtcat 5 >-440
Tadh\Atp6vOal .I:‘I- - .. tgatgaacgicaTCATGTGAacagattceata 5 ||>37
Placozoa|| Trichoplax_adhaerens Tadh\Atp6v0a2 .l:l. 4 . cacatgeageaa TCATGTG Ataagaaatcaat s >-160
e = |

Chnidaria
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