Gene Cluster ID Atp6vOb

‘Drosophila melanogaster gene

[VhaPPA1-1 (CG7007)

|FlyBase ID

|EBgn0028662

|

‘Predicted function

HATPase, H+ transporting, lysosomal 21kDa, V0 subunit b
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Atp6v0Oc CLEAR element conservation:

5'/5'UTR
AGCAGCACTTGATCATGTGATTAAGGCTGAAA
GAAATTGTTTCATCAGCTGATGCAAGGCGAAT
GTTGTTTTTCTGTCATGTGATGAGTAAAGTTT
TGCAACACTTCATCATGTGATTAAATGAAGAA
GACTTCACACCATCACGTGAAAATTCTTCGAT
AGCTGACATCAATCACGTGAAAAGTGGCCGTC

TTCTTTGCTCGGTCATATGACGTCTTGATCTT
TTCTTTGCTCGGTCATATGACGTCTTGATCTT
TTCTTTGCTCGGTCATATGACGTCTTGATCTT
TTCTTTTCTCGGTCATATGACGTCTTGATCTT
CTCTTTTCTTGGTCATATGACGTCTTGATCTT
CTCTTTTCTCGGTCATATGACGTCTTGATCTT
CTCTTTTCTCGGTCATATGACGTCTTGATCTT
CTCTTTTCTCGGTCATATGACGTCCAGATCTT
TCTCTTTTTCGGTCATATGACATCGAGAGATC
TATCTTTTCTGGTCATATGACATCGGGAACAT
CTTCTTTGCGGGTCATATGACATCGGGATCTT
CTTCTTTGCGGGTCATATGACATCGGGATCTT
TCTCTCTGTGGGTCATATGACATCAAAGGATC
CAGTGAGGAGGGTCATATGATACACGGGGGAT

TGCGCAATCTCGTCACATGATTTTCATATCAT

GACATCTTGTGATCACAAGACCTCTCCGTTTT
GACATCTTGTGATCACAAGACCTCTCCGTTTT
GACATCTTGTGATCACAAGACTTCTCCGTTTT
GACGTCTTGTGATCACAAGACTTCTCGGTTTT
GACATCTTGTGATCACAAGACTTCTTCGTCTA

gcaaggttgtacTCACGTGAgtccaattatta
ttttgacatttaTCATGTGAttattgtcatca

TAAGAGTAAACGTCACATGATAAAAGCGGGTG
TAAGAGTAAACGTCACATGATAAAAGCGGGTG
GAATACTAAACGTCACATGATAAAAACGGGTG
GAATACTAAACGTCACATGATAAAAACGGGTG
GATTGCTAGACGTCACATGATAGAGACGGGTG
TACGAGCAGTCGTCACATGACAGCGACGGGTG
CTCGAGCAGTCGTCACATGACAGCGACGGGTG
AGCCAGCAGTCGTCACATGACGGCGACGGGTG
CGCCATCAGTCGTCACATGATATCGACGGGTG
AGACCTTGGTTGTCACATGATAACGACGGGTG
GTGACATGACAGTCATATGATTTTAGAAGAGG
CCGAAGTGGTCGTCATATGACCACACATGACG
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CAGAGATGGTCGTCACATGACAGCGACGGGTG
CAGAGATGGTCGTCACATGACAGCGACGGGTG
CAGAGATGGTCGTCACATGACAGCGACGGGTG

caagtcttaaagTCACATGAttatttagagca
ggttgctcgaagTCATATGActtctgcttaaa
gtgagaccaaaaTCACATGAcagatcccttcce
gggtgtgacttgTCATGGGAcctcatctgtect

Atp6vO0b gene structure comparisons:
(Click on orthologs for genomic, mRNA and protein sequence informations)

Key: :
bps
o . Atp6vOb 5. ‘ . . |[2P
rder Species orthologs exon intron exon3 Extended CLEAR region Position||from
£ TSS
Diptera ] Dmel\VhaPPA1-
(DrosoI;))hili dae) Drosophila_melanogaster 1 agaaaatgtacg TCATGTGAttgtggattctt 5'UTR 47
Diptera . UTR?
(Muscidae) Musca_domestica Mdom\Atp6vOb agcagcacttgaTCATGTGAttaaggctgaaa 5'UTR? ||>-190
Diptera ] g,
.. . gaaattgtttcaTCAGCTGAtgcaaggcgaat S5 507
( Tephritidae) Ceratitis_capitata Ceap\Atp6vOb gtegtttttctg TCATGTG Atgagtaaagttt 5' 25
Gmor\ATP6V0b-
1 tgcaacacttcalCATGTGAttaaatgaagaa 5 -66
Diptera _ ) TMP003354*
e Glossina_morsitans
(Glossmldae) Gmor\ATP6V0b- ND
2
TMP003353
Diptera | Lutzomyia_longipalpis H Llon\Atp6vOb gacttcacaccaTCACGTGAaaattcttcgat ” 5' ” -8 |
(Psychodidac) | Phlebotomus_papatasi H Ppap\Atp6vOb agetgacatcaa TCACGTGAaaagtggeegte ” 5' ||>-256|
(C]l)ﬁ?;eé:e) Anopheles_gambiae A%fglA—\P%;I;VT% ttetttgetcgg TCATATG Acgtcttgatctt g -1
Anopheles_arabiensis ‘ Aara\Atp6vOb ttctttgctcgg TCATATGAcgtettgatctt ‘ 5' | >-173|
Anopheles_quadriannulatus‘ Agan\Atp6vOb ttetttgetegg TCATATG Acgtettgatctt ‘ g | >173|
| Anopheles_christyi H Achn\Atp6vOb teettttctegg TCATATGAcgtettgatctt ” g ||>-163|
| Anopheles_epiroticus “ Aepi\Atp6vO0b ctettttcttgg TCATATG Acgtettgatctt “ 5' ||>157|
| Anopheles_minimus “ Amin\Atp6vOb ctettttctcgg TCATATGAcgtettgatett “ 5) ||>-148|
| Anopheles_funestus | Afun\Atp6vOb ctettttctegg TCATATGAcgtettgatett | 5' |>147
| Anopheles_stephensi | Aste\Atp6vOb ctettttctcgg TCATATGAcgtccagatctt | 5 |>—152
Anopheles_dirus A “ Adin\Atp6vOb tetetttttcgg TCATATGAcatcgagagate “ 5' ” >-160 |
Anopheles_nili H Anil\Atp6vOb - tatcttttctgg TCATATGAcatcgggaacat ” 5 ||>157|
ErTrR Ty | ey g
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Anopheles_darlingi Adar\Atp6vOb cttctttgeggg TCATATG Acatcgggatctt 5' >119
P 8 R
. Aaeg\Atpov! I
. . ui\Atp6vOb
Culex. _pipiens_qui. qung cagtgaggaggg TCATATGAtacacgggggat 5 >-155
Diptera . tgegeaatctcgTCACATGAttttcatatcat 5 >-241
(Cecidomyiidae) Mayetiola_destructor Mdes\Atp6vOb attttgetgetgTCACATGAaataacatcaga 5' >211
| Bombyx_mori “ Bmor\Atp6vOb gacatcttgtgaTCACAAGAccteteegtttt “ 5'UTR ” 12 |
| Manduca_sexta “ MSCX\AthVOb gacatcttgtgaTCACAAGAcctcteegtttt “ 5 ||>_110|
Lepidoptera | Danaus_plexippus | Dple\Atp6v0Ob gacgtettgtgaTCACAAGActtcteggtitt | 5' |>107
| Heliconius_melpomene | Hmel\Atp6vOb gacatettgtgaTCACAAGActteteegtttt | g |>109
| Plutella_xylostella H Pxyl\Atp6vOb gacatettgtgaTCACAAGActtcttegteta ” 5 ” >14 |
Strepsiptera | Mengenilla_moldrzyki | Mmol\Atp6vOb - ND | |
- T Vv
Tribolium_castaneum %ﬂ;ﬁ 54 - gcaaggttgtac TCACGTGAgtccaattatta 5'UTR 26
Coleoptera
ttttgacatttaTCATGTGAttattgtcatca 5S'UTR -5
Dendroctonus_p onderosae DPMP@ - cgtgatcaacagTCATATGA ttccatttattt intronl 233
. . Amel\Atp6v
Apts_mel 1 tfera #17?32—0]3 . - taagagtaaacgTCACATGAtaaaagcgggtg S'UTR 7
Apis_florea Aflo\Atp6vOb taagagtaaacg TCACATGAtaaaagcgggtg 5'UTR? |[>-170
p
. Bten\Atp6vOb
Bombus_terrestris mgm gaatactaaacgTCACATGAtaaaaacgggtg 5 >-173
| Bombus_impatiens “ Bimp\Atp6vOb - gaatactaaacgTCACATGAtaaaaacgggtg “ 5 ||>—173|
| Megachile_rotundata H Mrot\Atp6vOb - gattgctagacg TCACATGAtagagacgggtg H 5' ||>—168|
Acromyrmex_echinatior ” Aech\Atp6vOb tacgagcagtcg TCACATGAcagegacgggte “ 5' ||>-182|
Atta_cephalotes H Acep\Atp6vOb gtgacatgacag TCATATGAttttagaagagg ” 5 ||>—181|
Hymenoptera | Solenopsis_invicta H SinV\AthVOb ccgaagtggtcgTCATATGAccacacatgacg ” 5 || -47 |
| Pogonomyrmex_barbatus “ Pbar\Atp6v0b ctegageagtcg TCACATGAcagegacggetg ” 5 ||>152|
| Camponotus_ﬂoridanus H Cﬂo\AtpéVOb agccagcagtcgTCACATGAcggegacgggtg ” 5' ||>-159|
Linepithema_humile Lhum\Atp6vOb cgecatcagtcg TCACATGAtatcgacgggtg 5 >163
P R
| Harpegnathos_saltator “ Hsal\Atp6vOb agaccttggttg TCACATGAtaacgacgggtg “ g ||>-167|
L . Nvit\Atp6vOb
Nasonia_vitripennis THI;T cagagatggtcgTCACATGAcagcegacgggtg 5' -52
| Nasonia_giraulti “ Ngir\Atp6vOb cagagatggtcg TCACATGAcagegacgggtg “ 5 ||>—170|
| Nasonia_longicornis “ Nlon\Atp6vOb cagagatggtcg TCACATGAcagcgacgggtg “ 5 ||>-172|
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. . Apis\Atp6vOb
; Acyrthosiphon_pisum ACYPI06833 ND
Hemiptera e
| Rhodnius_prolixus H Rpro\Atp6vOb -I:” ND H ” |
| Phthiraptera || Pediculus_humanus H Phum\Atp6vOb -|:|| gettectcgaag TCATATGActtctgcttaaa H 5 || >-78 |
aataagctctcaTCAGCTGAaatgttctatga 5' >-394
Odonata Ladona—fu Iva MPM l .-|:| caagtcttaaagTCACATGAttatttagagca 5' >-72
| Crustacea | Daphnia _pulex H Dpul\Atp6v0b . .-I:I gtgagaccaaaaTCACATGAcagatcccttee H 5 || -33 |
; . Isca\Atp6vOb )
Ixodida Ixodes_scapularts ISCWO 18464 gggtgtgacttgTCATGGGAcctcatctgtet 5 26
I T W o T | E—r -
| Cnidaria | Nematostella_vectensis H _v1g200737 || “ . .-I:I taagcacaagtgTCACATGAgcaagggagaaa 5'UTR || 1 |
. acgctgtcatcgTCACATGATttgtactctget S >-759
Placozoa Trichoplax_adhaerens Tadh\Atp6vOb . .-H saageattictaTCATGTG Acteteacatttt 3 T
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