Gene Cluster ID Atp6v0d

Drosophila melanogaster gene VhaAC39-1 (CG2934)

FlyBase ID FBgn0028665

Predicted function ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d
Protein size 350 amino acids

Cytogenetic map X:3F4-3F4

Gene sequence location X:3774773..3777004[+]

Dmel CLEAR sequence TCATATGA; TCACATGA

CLEAR sequence locations X:3774820.3774827; X:3775210..3775217

Drosophila Atp6v0d paralog VhaAC39-2



http://flybase.org/reports/FBgn0028665.html
http://flybase.org/cgi-bin/gbrowse/dmel/?name=FBgn0028665

FlyBase Vh339 1 (CG2934) gene model & CLEAR element (red) pos1t10ns*
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mely  AAGAGTTGAAAATCATATCGACTTGTCGATCGR CACCGCCCCTGGEETCACATEACCAGCGATARCE
Daim', AAGAGTTGAAAATCATATCACTTGTCGATCGA CARCGECCCCTEEETCACATEACCAGCEGATAACE
Daecy,  AAGACGTTCGAAAATCATATCACTTCTCGATCGA CACCGCCCCTGEETCACATEACCAGCGATARACE
Dyak\ AMACGTTCAAAATCATATEACTTECTCGATCGA CACCGCCCCTGEETCACATEACCAGCGATARTR
Dere’, AAGAGTTGAAAATCATATGACTTGTCGATCGR CACGCCCCTGGEETCACATEACCAGCGATARCE
Dhia' AAGAGCCCGAAATCATATCGACTTGTCGATCGR CACCGCCCCTGEETCACATEACCAGCGCEATAR
Dauzh AAGAGCTCCAAATCATATCACTTGTCGATCGA ACACGCCCTGEEETCACATEACCAGCGCEATAR
Dtak’ AAGAGCTCGCAAATCATATCACTTCTCGATCGA CACCGCCCCTGEETCACATEACCAGCGATARACE
Deug\ AMMGGTEEAAATCATATEACTTECTCGATCGA CACCGCCCCTGEETCACATEACCAGCGATARCE
Deley, AAGAGTTGGAAATCATATGACTTGTCGATCGR CACGCCCCTGGEETCACATEACCGCCGCGATAR
Drho% AAGAGGTGGAAATCATATCGACTTGTCGATCGR CACCGCCCCTGGEETCACATEACCEGCCGATARCE
pfic' AAGAGGTGCAAATCATATCACTTGTCGATCGA CARCGECCCCTEEETCACATEACCAGCEGATAACE
Dkiky CTCTAGTCGCAAATCATATCACTCCCAATCGAT ACGCCCECACGETCACATEACCAGGCCGATAR
Dbip\ GAACCGTECGAAATCATATEACTOGATCEATAG TCTCTTTGCTAATCACATEACCAGCGATARACE
pana’, GAACCGTGEAAATCATATCACTCGATCGATAG CCCACACCCACCTCACATEACCAGCGATARCE
Dpse\ GCTGAARAMAAATCATATEACTTETCGATCGA ACGCCCGCTTTGTCATETEACCETECGCCCET
DperK GCTGAAARDAARTCATATEACTTETOCGATCGR ACGCCCGCTTTGTCATETEACCETGCEOCCET
Cmiry GCTCAAARAAAATCATATCACTTCTCGATCGA ACGCCCECTTTETCATETEACCETECEGCCCET
Dwily, TGTAGCGARAAGTCATATCACTTGTGGATCGR CTGCTTAGTCAGTCATETEACGOCCCARC AAC
palby GAGEAGTTGCAATCATATGACTTGTCGATCGR CCETETTTTGAGTCACATEACGACAGC GCCAG
Dmnj\ AGTCTGCTGCAATCATATEACTTETCGATCGA CECCCGCCCCAGTCACATEACGAGCTATCAGT
Dviry, GAACAGTTCCAATCATATCACTTGTCGATCGA ACCGCCCECTCEETCACATEACTARATCARGTR
Dgri\ GAAGAGCTAAAATCATATEACTTECTCGATCGA TCACAGTCAGAGTCACATEACARGCARRNCAT
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Drosophila Atp6v0d gene structure comparison:

Key: UTR region, CDS region
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. Atp6v0Od . . . ..
Species o rtﬁolo S S'exon ||intron|{exon||intron|| exon3' Extended CLEAR region ||Position|| from
g TSS
. Dmel\VhaAC39- aagagttgaaaaTCATATGActtgtcgatcga || 5'UTR 47
- 338 90
Drosop hlla_melanogaster 1 cacgecectgggTCACATGAccagegataaca || intronl 437
. . . aagagttgaaaaTCATATGActtgtcgatcga 5'UTR?
*
Drosop hila_simulans Dsim\GD16660* . . 348 . %0 . l cacgeccctggg TCACATGAccagegataaca || intronl
. . aagagttgaaaaTCATATGActtgtcgatcga 5'UTR?
Drosop hila_sechellia Dsec\GM12314 l. 348 . % .l cacgecectgggTCACATGAccagegataaca || intronl
. aagagttgaaaaTCATATGActtgtcgatcga 5S'UTR?
384 70
Drosop hlla—y akuba DYM l. . .l cacgcecetggg TCACATGAccagegataata || intronl
. aagagttgaaaaTCATATGActtgtcgatcga 5S'UTR?
369 90
Drosophzla_er ecta W . . . . l cacgecectgggTCACATGAccagegataaca || intronl
. . . Dbia\VhaAC39- aagagcecgaaaTCATATGActtgtcgatcga || S'UTR?
Drosophila_biarmipes 1 638 357 cacgcecctgggTCACATGAccagegegataa || - intronl
. .. Dsuz\VhaAC39- aagagctcgaaaTCATATGActtgtcgatcga || S'UTR?
Drosop hila_suzukii 1 671 ND acacgccctgggTCACATGAccagegegataa || intronl
. .. Dtak\VhaAC39- aagagctggaaaTCATATGActtgtcgatcga || 5'UTR?
Drosop hila_takahashii 1 660 337 cacgecectgggTCACATGAccagegataaca || intronl
. . Deug\VhaAC39- aaaaggtggaaaTCATATGActtgtcgatcga || 5'UTR?
= 536 162
Drosop hlla—eugraahs 1 cacgecectgggTCACATGAccagegataaca || intronl
. Dele\VhaAC39- aagagttggaaaTCATATGActtgtcgatcga 5S'UTR?
- 899 731
Drosop hzla_elegans 1 cacgecectgggTCACATGAccgecgegataa || intronl
, Drho\VhaAC39- aagaggtggaaaTCATATGActtgtcgatcga || 5'UTR?
- 34 3
Drosop hzla_rhop aloa 1 7 50 cacgecectgggTCACATGAccgecgataaca || intronl
. . aagaggtggaaaTCATATGActtgtcgatcga || S'UTR?
Drosophila_ficusphila Dfic\VhaAC39-1 l. 579 . 279 .l cacgecectggg TCACATGAccagegataaca || intronl
. . . Dkik\VhaAC39- ctctagtggaaaTCATATGActcccaatcgat 5'UTR?
Drosophila_kikkawai 1 339 76 acgcccgeacgg TCACATGAccaggecegataa || intronl
. . . Dbip\VhaAC39- gaaccgtggaaaTCATATGActcgatcgatag || 5'UTR?
Drosop hlla_blp ectinata 1 431 60 tetetttgctaaTCACATGAccagcegataaca intronl
. gaaccgtggaaaTCATATGActcgatcgatag || 5'UTR?
471 81
Drosophila_ananassae Dana\GF21182 l. . .l cccacacccaccTCACATGAccagegataaca || intronl
. gctgaaaaaaaaTCATATGActtgtcgatcga 5'UTR?
23
Drosophila_pseudoobscura|| Dpse\GA 15530 l. 7 . 68 .l acaccegetttg TCATGTG Accatgegcccat || intronl
. e getgaaaaaaaaTCATATGActtgtegatcga 5'UTR?
Drosophila_persimilis Dpen\GL14761 l . 237 . o8 . l acgccegetttg TCATGTGAccgtgegeecgt || intronl
. . . getgaaaaaaaaTCATATGActtgtcgatcga 5S'UTR?
Drosophila_miranda Dmin\Vha39-1 l . 235 . 68 .l acgccegetttgTCATGTGAccgtgegeeegt intronl
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. J— . . tgtagcgaaaagTCATATGActtgtggatcga 5'UTR?
Drosophila_willistoni Dwil\GK 10228 .. 409 . i ctgettagtcagTCATGTGAcgccccaacaac || intronl
. . gaggagttgcaaTCATATGActtgtcgatcga 5'UTR?
Drosophila_albomicans Dalb\Vha39-1 l. 409 . n cegtgttttgagTCACATGAcgacagegecag || intronl
. . . . | agtctgetgcaaTCATATGActtgtcgatcga 5'UTR?
Drosophila_mojavensis _DInO_]\—GII6480 l. 733 . o1 cgeecgecccagTCACATGAcgagcetatcagt || intronl
. . . . gaacagttgcaaTCATATGActtgtcgatcga S'UTR'
Drosophila_virilis DvinGl16024 .. 24 . 190 acgecegetcgg TCACATGActaaatcaagea || intronl
. . . . gaagagctaaaaTCATATGActtgtcgatcga 5'UTR?
Drosophila_grimshawi Dgri\GH17612 l. 81l . 63 tcacagtcagagTCACATGAcaagcaaaacat || intronl
Paralogs:VhaAC39-2 (CG4624)
Drosophila_melanogaster w .- 67
Drosophila_simulans Dsim\GD18401 ._ 59
Drosophila_sechellia Dsec\GM23587 ._ 59
Drosophila_yakuba Dyak\GE23978 ._ 58
Drosophila_erecta Dere\GG 12455 ._ 66
Drosophila_biarmipes w .- 57
Drosophila_takahashii w .- 192
Drosophila_suzukii W I- 60
Deug\Vh -
Drosophila_eugracilis ﬂgw I- 57
Drosophila_ficusphila  ||Dfic\VhaAC39-2 ._ 59
Drosophila_elegans w I- 84
Drosophila_rhopaloa w I- 121
Drosophila_kikkawai w I- 57
Dbip\VhaA -
Drosophila_bipectinata _blpza—C39 I- 62
Drosophila_ananassae Dana\GF18027 ._ 51
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Drosophila_pseudoobscura|| Dpse\GA18311

Drosophila_persimilis Dper\GL.23045

Dmir\VhaAC39-
2

Drosophila_willistoni Dwil\GK22588

Drosophila_miranda

Dalb\VhaAC39-

Drosophila_albomicans )

Drosophila_mojavensis Dmoj\GI10510

Drosophila_virilis Dvir\GJ23190

Drosophila_grimshawi Deri\GH21449

Key: UTR region. CDS region



http://flybase.org/reports/FBgn0078316.html
http://flybase.org/reports/FBgn0160635.html
file:///Users/massimomarsano/Desktop/supp%20material%20edited/DROS_SEQ/Dmir/Dmir_CG2934.html
http://flybase.org/reports/FBgn0224565.html
http://flybase.org/reports/FBgn0133274.html
http://flybase.org/reports/FBgn0210292.html
http://flybase.org/reports/FBgn0128911.html

