Gene Cluster ID Atp6vI1F

Drosophila melanogaster gene Vhal4-1 (CG8210)

FlyBase ID FBgn0262512

Predicted function ATPase, H+ transporting, lysosomal 14kDa, V1 subunit F
Protein size 124 amino acids

Cytogenetic map 2R:52B5-52B2

Gene sequence location 2R:11566931..11567585]-]

Dmel CLEAR sequence TCATGTGA

CLEAR sequence location 2R:11567581..11567588

Drosophila paralog Vhal4-2 (CG1076)



http://flybase.org/reports/FBgn0262512.html
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FlyBase Vhal4-1 (CG8210) gene model & CLEAR element (red) positions:
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Dmel'  ACCGCARCTGTGTCATGTGATAGAGACCAGCT Dwil%  TCGTGACAGATGTCAGCTGACCACTTTTTTCT
Dsim'  ACCGCAACTGTGTCATGTGATAGAAACCAGCT Dmoij%  TCGTGACTCCCGTCAGCTGACATTTTATTTAR
Dsec  ACCGCAACTGTGTCATCTEATAGAAACCAGCT Dvir'  TCGETGACTTTCGTCAGCTGACATTTTACTTGE
Dyak'  AGCGCAACTATGTCATCTGATAGAAACCAGCT Dgri%  GCGTGACAGCAGTCAGCTGACAGTTTTTCTAR
Dere,  AGCGCAACTGTGTCATCTGATAGAAACCAGCT .
Dbia%  AGCGCARGAGGGTCATCTGATAGAGACCAGCT
Dsuz',  AGCGCAATTAGGTCATGTGATAGAAACCAGCT s, |
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DrhoY  GECGCAAATGGGTCATCTCATAGAGACCAGCT T
pfic'  GCGOGCAGAGGGTCATGTGATAGAGACCAGCT
Dkik'  TACTCGCGEGGTTCATCTEA=AGACACCAGCT
Dbip%  ACACTGTTCGTGTCATCTGATAGAGAGCAGCT
Dana'  ACTCTATTCGTGTCATCTGATAGAGAGCAGCT
Dpse',  GAAGAAGAAGGGTCATCTGATAGAGACCAACC
Dper',  GAAGAAGAAGGGTCATGTGATAGAGACCAACC
Dmir'  GAAGARCAAGGETCATCTCATAGAGACCARCC
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Atp6v1F gene structure comparison:
Atp6v1F ops
Species P S'exon ||intron ||exon ||intron||exon||intron|| exon3' Extended CLEAR region Position ||from
orthologs
TSS
Drosophila_melanogaster || Dmel\Vhal4-1 ._. accgcaactgtgTCATGTGAtagagaccaget 5 -3
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Drosophila_sechellia

Dsec\GM20126

Drosophila_yakuba

Dyak\GE14140

Drosophila_erecta

Dere\GG22339

Drosophila_biarmipes

Dbia\Vhal4-1

Drosophila_suzukii

Dsuz\Vhal4-1

Drosophila_takahashii

Dtak\Vhal4-1

Drosophila_eugracilis

Deug\Vhal4-1

Drosophila_elegans

Dele\Vhal4-1

Drosophila_rhopaloa

Drho\Vhal4-1

Drosophila_ficusphila

Dfic\Vhal4-1

Drosophila_kikkawai

Dkik\Vhal4-1

Drosophila_bipectinata

Dbip\Vhal4-1

Drosophila_ananassae

Dana\GF13376

Drosophila_pseudoobscura

Dpse\Vhal4-1

Drosophila_persimilis

Dper\GL 11862

Drosophila_miranda

Dmir\Vhal4-1

Drosophila_willistoni

Dwil\GK 12172

Drosophila_albomicans

Dalb\Vhal4-1

Drosophila_mojavensis || Dmoj\GI23969
Dvin\GJ22513

Drosophila_virilis
Dvir\GJ10919
Drosophila_grimshawi Deri\GH22329

accgcaactgtgTCATGTGAtagaaaccaget 5'
agcgcaactatgTCATGTGAtagaaaccagct 5'
agcgcaactgtgTCATGTGAtagaaaccaget 5'
agcgcaagaggg TCATGTGAtagagaccaget 5'
agcgcaattagg TCATGTGAtagaaaccagcet 5'
agcgcattcggg TCATGTGAcagaaaccagct 5'
aaagcaattggg TCATGTGAtagaaaccagct 5'
ggcgegagtggg TCATGTGAtagagaccagcet 5'
ggcgcaaatggg TCATGTGAtagagaccaget 5'
gegegeagaggg TCATGTGAtagagaccaget 5'
ctactcgeggggt TCATGTGAagacaccagcet 5'
acactgttcgtgTCATGTGAtagagagcaget 5'
actctattcgtg TCATGTGAtagagagcagct 5'
gaagaagaaggg TCATGTGAtagagaccaacc 5'
gaagaagaaggg TCATGTGAtagagaccaacc 5'
gaagaagaaggg TCATGTGAtagagaccaacc 5'
tegtgacagatgTCAGCTGAccacttttttct 5'
ND
tegtgactcccgTCAGCTGA cattttatttaa 5'
tegtgactttcgTCAGCTGAcattttacttgg 5'
tegtgactttcgTCAGCTGACcattttgettgg 5'
gegtgacagcagTCAGCTGAcagtttttctaa 5'

Paralog:Vhal4-2 (CG1076)

D hil I Dmel\Vhal4-
rosophila_melanogaster 2(RB)
Drosophila_simulans Dsim\GD 19837
Drosophila_sechellia Dsec\GM 10855
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