Drosophila melanogaster gene Vha55 (CG17369)
FlyBase ID FBgn0005671
Predicted function ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B
Atp6vlB CLEAR element conservation:
5'/5'UTR intron intron intron

Dmel\ CGGGTCATGTGACGGC GCCGTCACATGACCGT ACAGTCAGCTGACATA ACTTTCATGTGAGCAT

Mdom\ TTAATCACATGACAGC AATGTCATGTGACTTG CGAGTCAGCTGACTTT TCTATCATGTGAAGCA

Ccap\ TTGGTCACATGACCGC GCCGTCATGTGACATT GCAGTCAGCTGACGTT

Gmor\ TCAATCACATGACAGC TCAGTCATGTGATTAA

Llon\ TGTGTCACATGACATT TTGGTCATATGACACC

Ppap\ CCAGTCACATGACATT TTGGTCATATGACCCT

__5'/5'UTR intron intron

Agam\ TTCATCACATGACAGA GATGTCATGTGACGGG GGTGTTTTGATGTCACATGACTGT

Agan\ TTCATCACATGACAGA GATGTCATGTGACGAG GGTGTTTTGATGTCACATGACTGT

Aara\ TTCATCACATGACAGA GATGTCATGTGACGAG GGTGTTTTGATGTCACATGACTGT

Achr\ TTCATCACATGACAGA GATGTCATGTGACGAG AGTGTTTTGATGTCACATGACTGT

Aepi\ TTCATCACATGACAGA GGAGTCATGTGACGTG AGTGTTTTGATGTCACATGACTGT

Amin\ TTCATCACATGACAGA TGTGTCATGTGACGGT ACTGTTTTGATGTCACATGACTGT

Afun\ TTCATCACATGACAGA TGTGTCATGTGACGGT ACTGTTTTGATGTCACATGACTGT

Aste\ TTCATCACATGACAGA TGTGTCATGTGATATG ACTGTTTTGATGTCACATGACTGT

Anil\ TTCATCACATGACAGT GTCGTCATGTGACGAT CCTGTTTTGATGTCACATGACTGT

Adir\ —-mmmmmmmmmooo o TACGTCATGTGACGGT ACTGTTTTGATGTCACATGACTGT

Aalb\ TCTGTTTTGATGTCACATGACTGT

Adar\ TCTGTTTTGATGTCACATGACTGT

Aaeg\ TGTTTCACATGACAAC AGTGTCATGTGATAAC TCTGTTTTGATGTCACATGACTGT

Cqui\ GCTGTCACATGAGAGG TGTGTCATGTGATAAC TCTGTTTTGATGTCACATGACACC

Mdes\ AAAGTCACATGACAGC CATGTCATGTGACCTA ATAATCATATGAAAAA

5'/5'UTR intron intron intron

Bmor\ TGGGTCACGTGACAGCACGTGAAG TCAGTCACATGAATTT

Msex\ TGGGTCACGTGACGGCACGTGAAG TATATCACATGATGAA

Dple\ TAGATCACGTGACAGCACGTGAAG AATATCACATGATCAA

Hmel\ TAGGTCACGTGACAGCACGTGAAG AGGATCACATGACTTC

Pxyl\ CGGGTCACGTGACAGCACGTGAAG GAAATCATATGACTTA

Tcas\ GCCGTCACGTGACGACACGTGAAT CGGGTCATATGACCAA GTTGTCATGTGACCGA

Dpon\ AGCATCACATGA.GTCACATGAGA =—=====————————mu CATGTCATGTGACATC

Amel\ TAAGCCACGTGATCGCACGTGCCA ATAGTCAGCTGATTCT TCCATCATGTGACTGG

Aflo\ TAAACCACGTGATTGCACGTGCCA GTAGTCAGCTGATTTT TCTATCATGTGACTAG

Bter\ TAAGCCACGTGATCGCACGTGCCA GTAGTCAGCTGATTCT TGTATCATGTGACTAT

Bimp\ TAAGCCACGTGATCGCACGTGCCA GTAGTCAGCTGATTCT TGTATCATGTGACTAT

Mrot\ CAAGCCACGTGATCGCACGTGCCA CTAATCAGCTGATTCA TCTGTCATGTGACTGT

Aech\ CGGGCCACGTGATTGCACGTGCCT GGAGTCAGCTGATCTT AGCGTCATGTGACCAT

Acep\ CGAGCCACGTGATTGCACGTGCCT GGAGTCAGCTGATCTC AGCATCATGTGATCAT

Pbar\ CGAGCCACGTGATTGCACGTGCCT GGGGTCAGCTGATTCC AGCATCATGTGACTGC

Sinv\ CCGGCCACGTGATTGCACGTGCCT CGGGTCAGCTGATCTC AGCGTCATGTGACTGC

Lhum\ CGAGCCACGTGATTGCACGTGCCT TGGGTCAGCTGATCCC AGCGTCATGTGACTGC AATATCACATGATTTA

Hsal\ CGAGCCACGTGATTGCACGTGCCT TGGGTCAGCTGATCCC GGCGTCATGTGACTAC

Cflo\ CAAGCCACGTGATTGCACGTGCCT TGCATCAGCTGATCCC CTTGTCATGTGACTGC

Ngir\ CGAGCCACGTGATCCCACGTGCTT CTGGTCAGCTGATCGG TGTGTCATGTGACTGC GGAGTCATGTGACACG

Nlon\ CGAGCCACGTGATCCCACGTGCTT CTGGTCAGCTGATCGG TGTGTCATGTGACTGC GGAGTCATGTGACACG

Nvit\ CGAGCCACGTGATCCCACGTGCTT CTGGTCAGCTGATCGG TGTGTCATGTGACTGC GGAGTCATGTGACACG

Phum\ CTTGTCATGTGATTTCACGTGATC

Lful\ ctggTCACGTGAatTCACGTGAtt

Dpul\ tctgacagTCATATGAtcgagaga

Isca\ tggtggtagcggTCATGTGActcaggatgtca
Atp6v1B gene structure comparison:
Legend: UTRregion, GDSegion  iNTRON
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bps
) Atp6vIB ) ) ) , ) . P
Order Species S'exon intron exon intron|| exon3 Extended CLEAR region Position|| from
orthologs
TSS
TCATGTGA SUTR 45
Diptera . TCACATGA intron1 701
(Drosophilidae) Drosophila_melanogaster || Dmel\Vha55 61 TCAGCTGA intronl 1052
{TCATGTGA intronl 1141
TCACATG g >-331
Diptera . ttttactgaatg TCATGTGActtgtttttget intron1 >561
Musci Musca_domestica Mdom\Atp6vIB tttgttgacgag TCAGCTG Actttattgettt intronl || >1320
uscidae gitgacgag g
tggttttatctaTCATGTGAagceattaaacat intronl >1553
Diptera TCACATGA g >315
hritid: Ceratitis_capitata Ccap\Atp! 71 102 TCATGTGA intronl || >425
( Tephritidae) TCAGCTGA intronl || >805
Diptera . . TCACATGA 5' 53
(Glossinidae) Glossina_morsitans GL]W}M tattcttttcag TCATGTGAttaacttcagag intronl 656
TCACATG g >-556
X Lutzomyia_longipalpis Llon\Atp6vlB acgatttttgtg TCACATGAcattttgtetca s' >511
Diptera cticcatettgg TCATATG Acacetecatate 5 >125
(Psychodidae) CACATG 5 >
] .
hiok
P —H PPaP\AtDGV]B cttecatcttgg TCATATGAccctcatatcte intronl 385
ttegtttcttcaTCACATGA cagaattaataa 5 -20
Anophel bi Agam\Atp6vIB 96 TCATGTGA intron2 467
nopheles_gambiae "AGAP002884 + TCACATGA intron2 822
gtggtegegtcg TCACATGAtagatttttctt intron2 1182
ttegattcttcaTCACATGAcagaattaataa 5 >-271
- TCATGTGA intron2? || >217
Anopheles_arabiensis Aara\Atp6v1B TCACATG intron2? || 5476
gtggtegegtcg TCACATGAtagatttttett intron2? >935
ttegtttettca TCACATGA cagaattaataa g >-264
. TCATGTGA intron2? || >218
Anopheles_quadr L Aqan\Atp6viB 7 TCACATGA intron2? || 572
gtggtegegtcg TCACATG Atagatttttctt intron2? >944
ttgetttettcaTCACATGAcagaatccataa 5 >-270
- TCATGTGA intron2? >216
Anopheles_christyi Achn\Atp6viB 62 TCACATGA intron2? || >569
TCACATG 3UTR? || >2567
TCACATGA g >-244
Anopheles_epiroticus Aepi\Atp6vIiB 70 TCATGTGA intron2? || >221
TCACATGA intron2? || >582
tgettttcttcaTCACATGAcagaatccattg s' >-245
Anopheles_minimus Amin\Atp6vlB TCATGTGA intron2? || >218
Diptera 'TCACATG intron2? >572
(Culicidae) tgettttettcaTCACATG Acagaatccataa g >238
Anopheles_funestus Afun\Atp6vIiB TCATGTGA intron2? || >217
TCACATGA intron2? >582
(TCACATGA g >-250
Anopheles_stephensi Aste\Atp6v1B 88 TCATGTGA intron2? || >219
TCACATGA intron2? >567
. TCATGTGA . >213
Anopheles dirus AdicAtpévl B _ LCAC TG et 220
TCACATGA 5' >-264
Anopheles_nili Anil\Atp6vI1B TCATGTGA intron2? || >192
TCACATGA intron2? >527
Anopheles_albimanus Aalb\Atp6vIB I tetgttttgatg TCACATGActgtttggtgte intron2? || >496
Anopheles_darlingi Adar\Atp6v1B | tetgttttgatg TCACATGActgtttggtgte intron2? || >473
ttcatgtttgtt TCACATGAcaacctaatgtt 5 >-619
Aed . Aaeg\Atp6vlB TCATGTGA intronl || >198
edes_aegypti AAEL005798 aatttgtaaaat TCATATGAggaataagectt intronl >292
tetgttttgatg TCACATGActgtcaaaacac intronl >572
TCACATGA g >-322
Culex_pipiens_qui. ng;}ﬁ;gfl‘;m ttteggatgtg TCATGTGAtaacctttattt intronl >179
TCACATG intronl || >531
Diptera TCACATGA 5' >177
d ptera 4 Mayetiola_destructor Mdes\Atp6viB 737 92 116 TCATGTGA intronl || >608
(Cecidomyiidae) TCATATGA intron1 >644
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Bombyx_mori

Manduca_sexta

Danaus_plexippus

Heliconius_melpomene

Plutella_xyl e

Mengenilla_moldrzyki

Triboli ¢

Dendroctonus_ponderosae

Hymenoptera

Apis_mellifera

Apis_florea

Bombus_terrestris

Bombus_impatiens

Megachile_rotundata

Acromyrmex_ec

Atta_cephalotes

Solenopsis_invicta

Camponotus_floridanus

Harpegnathos_saltator

Pogonomyrmex_barbatus

Linepithema_humile

Nasonia_vitripennis

Nasonia_giraulti

Nasonia_longicornis

TCACGTGA SUTR? || >-110
BmonAtpéviB ’- . acttgtgatcagTCACATGAatttggttagtc intronl >338
TCACGTGA SUTR? || >-111
Msex\Atp6viB I-. tatgtgtttataTCACATGAtgaattttatct intronl >923
TCACGTGA SUTR? || >-106
Dple\Atp6viB ’-. atttaacanata TCACATG Atcaaattatita intronl || >590
TCACGTG SUTR? || >-107
HmelAp6viB l-.- ttcttattaggaTCACATG Acttctettctac intronl || >665
TCACGTGA SUTR? || >-102
PxyhAtp6vIB ‘-. atgtecttgaaaTCATATGActiagtagtiac intront || >1211
st [ - v
TCACGTGA SUTR? || >-45
Tcas\Atp6v1B 300 TCATATGA inwont || 207
LOC656208 TCATGTGA intronl || 351
TCACATGA g -13
Dpon\Atp6viB TCACATGA SUTR 6
TCATGTGA intronl 371
CACGTG. g 267
_Amel\Atp_GV 1B gatttaccatagTCAGCTGA tctgaatgtat intronl 266
GB19171 TCATGTGA intronl || 421
CACGTG. g >-328
Aflo\Atp6vIB gatttatcgtag TCAGCTGA ttttgaatgtgt intron1 >199
TCATGTGA intronl || >349
CACGTGA g >-320
Bter\Atp6vlB TCAGCTG. intronl >193
TCATGTGA intronl || >343
CACGTG. g >-320
Bimp\Atp6v1B TCAGCTG intronl || >193
TCATGTGA intronl || >343
CACGTG. g >-320
Mrot\Atp6viB TCAGCTG intronl  ||>191
TCATGTGA intronl  ||>253
CACGTGA g >518
hi) Aech\Atp6viB TCAGCTGA intronl || >187
TCATGTGA intronl || >376
CACGTG g >-390
Acep\Atp6v1B TCAGCTGA intronl ||>184
TCATGTGA intronl |[>365
CACGTG g >-353
SinWAtp6v1B TCAGCTGA intronl || >192
TCATGTGA intronl || >371
CACGTGA g >-363
Cflo\Atp6vIiB TCAGCTG intronl ||>82
TCATGTGA intronl ||>338
CACGTGA g >-401
Hsal\Atp6v1B TCAGCTG intronl ||>182
TCATGTGA intronl |[>343
CACGTG g >-398
Pbar\Atp6v1B TCAGCTGA intronl {|>191
TCATGTGA intronl ||>359
CACGTGA g >-369
TCAGCTG intronl || >170
LhumAtp6viB TCATGTGA intront || >332
ITCACATGA intron1 >579
CACGTGA g >-417
. TCAGCTGA intronl || >379
NvitAtp6viB TCATGTGA intronl || >543
TCATGTGA intonl || >722
CACGTGA g >-426
. TCAGCTG intronl || >381
NeginAtpoviB TCATGTGA intronl || >546
TCATGTGA intronl || >723
CACGTGA g >-420
TCAGCTG intronl || >378
Nlon\Atp6v1B TCATGTGA intronl || >542
TCATGTGA intronl || >719

Lepidoptera
| Strepsiptera
‘ Coleoptera
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Hemiptera
Rhodnius_prolixus Rpro\Atp6viB ND

| Phthiraptera Pediculus_humanus PHUM?253140 tacggtgecttg TCATGTGAUTCACGTGAt SUTR? || >-32
tegagtagetgg TCACGTGAatTCACGTGAttgacatcgaaa 5 >-23/-13

Odonata Ladona_fulva Lful\Atp6viB attttatttcat TCATGTGAtecacccaccea intron || >1569
TCACATG intron || >3413

| Crustacea Daphnia_pulex Dpul\Atp6v1B TCATATG g >-138
| Ixodida Ixodes_scapularis ISCW022132 TCATGTG intronl 547
ATP6VIBI1 TCAGGTGA 5' >-149

Homo_sap

ATP6V1B2 TCAGCTG 5' >-121

| Cnidaria Nematostella_vectensis || Nvec\Atp6v1B TCACGTG. intronl || >171
| Placozoa Trichoplax_adhaerens Tadh\Atp6vlB |-. TCACATGA g >-290
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