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‘Drosophila melanogaster gene
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“ATPase, H+ transporting, lysosomal 16kDa, V0 subunit ¢
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Atp6v0c CLEAR element conservation:

5' 5' 5' intron intron intron intron
TGCTTCACGTGAGCTG ATTTTCATATGAATCT TTGGTCATATGACCAA CCAGTCACATGAGTAA CGTGTCACGTGACATT GAAATCACATGACTGT CTTGTCATGTGATTAA
5'/5'UTR intron intron intron
TAAATCATATGACTTT AGTTTCATGTGAACTC TTAATCATGTGACTGA AGTATCATGTGACCAG
———————————————— TAAGTCATATGACCAA ————————— = —mmm
GTGGTCATGTGACGAA TCTGTCATATGACTTC CGAATCATGTGACTCC GAATTCATGTGATTTT
ATGGTCATGTGACAGC TCTGTCATATGACCCT GCAATCATGTGACTCC AAATTCATGTGATTTT
5'/5'UTR intron intron intron intron intron intron

CTGGTCATATGATGAT CGTGTCATGTGAGCCC GCTGTCACATGATCGA TGTGTCATATGACCGA TTGATCATGTGAACGG ATCTTCACGTGATCGC GTCGTCATGTGACCGC
CTGGTCATATGATGGT CGTGTCATGTGAGCCC GCTGTCACATGATCGA CGTGTCATATGACCGA TTGATCATGTGAACGG ATCTTCACGTGATCGC GTCGTCATGTGACCGC
CTGGTCATATGATGGT CGTGTCATGTGAGCCC GCTGTCACATGATCGA TGTGTCATATGACCGA TTGATCATGTGAACGG ATCTTCACGTGATCGC GTCGTCATGTGACCGC
CAGGTCATATGACGGT CGTGTCATGTGAGCCC GCTGTCACATGACTGA GGAGTCATATGACCGC ATGATCATGTGAACGC ATCTTCACGTGATCGC GTCGTCATGTGACCGC
CAGGTCATATGATGGC CGTGTCATGTGAGCCC GCTGTCACATGATCGG GGAGTCATATGACCGC TTGATCATGTGAGAAC ATCTTCACGTGATCGC GTCGTCATGTGACTAC
CAGGTCATATGATGCC CGTGTCATGTGAGCCC TCTGTCACATGATCGG GGAGTCATATGACCGA ATGATCATGTGAACGC ATCTTCACGTGATCGT GTCGTCATGTGACCCC
CAGGTCATATGATGGT CGTGTCATGTGAGCCC TCTGTCACATGATCGA TCAGTCATATGACCGA GTGATCATGTGAACGC ATCTTCACGTGATCAT GCCGTCATGTGACCCC
CAGGTCATATGATGGT CGTGTCATGTGAGCCC TCTGTCACATGATCGG GAAGTCATATGACCGA ATGATCATGTGAACGC ATCTTCACGTGATCGC GTCATCATGTGACCCG
CAGGTCATATGATAGC GGTGTCATGTGAGCCC TCTGTCACATGATCGA ACCATCATCTGACCAC GTGATCATGTGAACGC ATCTTCACGTGATCGG GTCATCATGTGACCTG
CAGGTCATATGATGGT ACTGTCATGTGAGCGC TCTGTCACATGACCCA AAAATCATATGACCGA GATATCATGTGACGAG ATCTTCACGTGATCGC GCCATCATGTGACCCT
CTGGTCATATGACGCT ATCGTCATGTGACGCC TGGGTCACATGATGAT ATCCTCACGTGAGGTC GTGATCATGTGAACGC ATCTTCACGTGATACT ACCGTCATGTGACACA
———————————————— ATCGTCATGTGAGCGC TGGGTCACATGATGAT ----—-———-———————— GTGATCATGTGAACGC ATCTTCACGTGATACT ATCATCATGTGACACA
ACAGTCATGTGATTAC ———————————————— CGAATCATGTGACGTC GTGTTCATGTGACATA GCTTTCACATGACAAT AGAGTCATGTGAGCGT —-—-——-——-——————————
CAAGTCATGTGACCAG AACGTCATATGATCAC TCAGTCATGTGACGTC AATCTCACATGAGACA CAAGTCATATGACTTG CTGGTCATGTGAGAGT CAAGTCATGTGATACG
TGTGTCATATGACCAT ACAATCATATGAATGA AACGTCACATGATTAA ATGCTCATGTGATTGA —-——————————————-— AGATTCATGTGATCAT ATACTCACGTGAGATA TCTGTCATGTGAAAGA

__5'/5'UTR intron intron _ intron intron intron
CAACATTCTTCGTCATATGACCCATTCTGTTG ATTGTCATGTGATAGA ATTGTCACATGA-CAT-TACT--TGTATCATGTGACTTG
GAACATCAATCGTCATATGACCCATTCTATCG GGAGTCATGTGATTGA TTAGTCACATGA-CAG-TACA----- ATCATGTGACCAA ataaTCATGTGAttct caagTCACATGAttgt
GAACATCAATCGTCATATGACCCATTCTACCG TCAATCATGTGATTGA AAAATCATGTGA-CT--TCAC--TTAATCATGTGATGAA +taggTCACATGAtttt gctgTCACATGAcaaa tacaTCACATGAttt
GAACATCAATCGTCATATGACCCATTCTATTG GATATCATGTGATTGA ATCATCACATGA-CTGATAAT--TTGGTCATGTGATTAA tacaTCATGTGAtgta
GAACATCAATCGTCATATGACCCATTCTACCG TTAATCATGTGACTAA TGACTCACATGATCAGCTGATGACAGGTCATGTGACCTA

5'/5'UTR intron intron intron intron intron

AATTTCTAATCGTCATATGACCCATTCCTGCT GCCGTCACGTGAATTC cgagTCATGTGAtcca aaagTCACATGAcggt +tgtgTCATATGAccgc caagTCACGTGAcatt
ATTTTCTTATCGTCATATGACCCATTCTTGCT GGAATCAGCTGATGCT ATGCTCATGTGATTTA aggtTCATATGAtgaa ctttTCACGTGActtc gtttTCACATGActta

__5'/5'UTR _ intronl
ACTCGTCACTCGTCACATGACCCGCACTCCTG CTTACATGATTATCATGTGACTGC-————- CAACGTGAGAATCATGTGACTACGATTTTCA
ACTCGTCACTCGTCACATGACCCGCACTCCTG CTTACATGATTATCATGTGACTGC-=-—-—-- CAACGTGAGAATCATGTGACTACGATTTTCA
ACTCGTCACTCGTCACATGACCCGCACTCCTG CTTACATGATTATCATGTGACTGC-—-—-—-—- CAACGTGAGAATCATGTGAC---GATTTCCA
ACTCGTCACTCGTCACATGACCCGCACTCCTG CTTACATGATTATCATGTGACTGC-—-—-—--—- CAACGTGAGAATCATGTGAC---GATTTCCA
GGCCGTCACTCGTCACATGACCCGCACTCCTG CTTACATGATAATCATGTGACTGC-—-——-—— CAACGTGAAAATCATGTGACTACGATTTCCA
GCTCGTCACTCATCACATGACCCGCGCCACTG CTTGTGCGATTGTCATGTGACTGC--——-—- CAACGTGAGAATCATGTGACTGCGATTTCCA
GCTCGTCACTCATCACATGACCCGCGCCACTG CTTGTGCGATTGTCATGTGACTGC-———-—- CAACGTGAGAATCATGTGACTGCGATTTCCA
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GCTCGTCACTCATCACATGACCCGCGCCACTG
GCTCGTCACTCATCACATGACCCGCGCCACCG
ACTCGTCACTCATCACATGACCCGCGCCACTG
GCTCGTCACTCATCACATGACCCGCGCCACAG
GCTCGTCACTCATCACATGACCCGTGCCCGTG
CAGCTCGGCTCGTCACATGACCGCGCGCAGCC
CAGCTCGGCTCGTCACATGACCGCGCGCAGCC
CAGCTCGGCTCGTCACATGACCGCGCGCAGCC

AATCTTCTCACATCACATGACCCTCTCTCACA

gctaaccctcaaTCACATGAtcatatctacct
aatttcgattcaTCACATGAccctctgctact
aggtgctttcggTCACGTGAccacgagtcacg
aaaacgctcccaTCACGTGAtataaaaataaa

CTTGTGCGATTGTCATGTGACTGC—————- CAACGTGAGAATCATGTGACTGCAATTTCCA
GGGACTTGATTGTCATGTGACTGC—==——~ CAACGTGAGAATCATGTGACTGCGACTTCCA
CTTGTACGATTGTCATGTGACTGC—————- CAACGTGAGAATCATGTGACTGCGATTACCA
CTTGTACGATTGTCATGTGACTGC—=———~ CAACGTGAGAATCATGTGACTGTAATTTCCA
CTTGAACGATTGTCATGTGACTGC—=——-- CAACGTGAGAATCATGTGACTGCGATCTCCA

TACATGCGATTGTCATGTGACTCGTGAGCGCAACGTGAGAGTCATGTGACTGGCTGTGGGG
TACATGCGATTGTCATGTGACTCGTGAGCGCAACGTGAGAGTCATGTGACTGGCTGTGGGG
TACATGCGATTGTCATGTGACTCGAGAGCGCAACGTGAGAGTCATGTGACTGGCTGTGGGG

cgggtcgtgcaaTCATGTGActgagattccge

aatggggtgtttTCACATGAcgtcgatctgcece

Atpv0c gene structure comparisons:
(Click on orthologs for genomic, mRNA and protein sequence informations)

Key: b
bps
. Atp6v0c 5' ). . . , . .. P
Order Species orthologs exon intron|| exon ||intron exon intron|| exon3 Extended CLEAR region Position || from
& TSS
Diptera . ttagatttctaaTCACGTGAgtgaaaaagcag exon/int 130
(Drosophilidac) Drosophila_melanogaster || Dmel\Vhal6-1 4105 57 (8 CLEAR clements) F—
Diptera . atatgacttaaaTCATATGActttgactgcaa 5' >-1056
(Muscidae) Musca_domestica Mdom\Atp6vOc 2950 102 (4 CLEAR clements) —
Diptera tacaaccct, f -
.. . 2ctTCACGTGAgctgtcaataaa 5 681
1115 6761 125
(pirias) Ceratitis_capitata Ccap\Atp6v0c (7 CLEAR clements) Frtea
Diptera . . :
(Glossinidae) Glossina_morsitans Gmon\Atp6vOc 750 1722 68 aacttttgtaagTCATATGAccaaatgaaaaa 5 -168
. . . tgtettttctg TCATATGActtegt: tt 5' -289
Lutzomyia_longipalpis Llon\Atp6vOc 8538 88 S SAE3ELEE >
Diptera ! L (7 CLEAR elements)
(PSyChOdidae) Phieb . P A\AHEVO 55057 ND ctgagetttctg TCATATGAccctegtccaag 5' >-296
ebotomus_papatasi Ppap\Atp6vOc ? (5 CLEAR elements)
Diptera . Agam\atp6vOc accgttegetgg TCATATGAtgataaccgeta 5 1080
bt 4335 1143 .
(Culicidae) Anopheles_gambiae AGAP028154 (7 CLEAR elemnts) intronl
. . accgttcgetgg TCATATGAtggtaaccgeta 5 >-1273
Anopheles_arabiensis Aara\Atp6v0c 4377 - 1167 (7 CLEAR elemnts) P
. accgttcgctgg TCATATGAtggtaaccgeta 5! >-1272
Anopheles_quadriannulatus || Aqan\Atp6vOc 4346 - 1144 (7 CLEAR elemnts) —
L acaatttgcagg TCATATGAcggtagcegeta 5 >-1127
?
Anopheles_christyi Achr\Atp6vOce 39577 - >483 (7 CLEAR elemnts) intronl
Lo . caaacacgcagg TCATATGAtggccagcaaac 5' >-1267
Anopheles_epiroticus Aepi\Atp6vOc 3936 - 740 (7 CLEAR clemnts) P
. . acaattcgcagg TCATATGAtgccaaagetaa 5' >-1052
Anopheles_minimus Amin\Atp6vOc 3587 - 572 (8 CLEAR clemnts) et
acaattcgcagg TCATATGAtggtaaagctaa 5' >-1114
Anopheles_funestus Afun\Atp6v0c 3832 - 575 (7 CLEAR elemnts) —
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Anopheles_stephensi Aste\Atp6vOc l. 3944 - 673 gcgawcgc(e;gg{(éi?:lgnﬁglgaggmg imrs(;nl >-1269
Anopheles_dirus Adin\Atp6vOc l. 4584 - 901 gtgmgagc?ggcicéfs ;Sﬁ;gcggtgca% imi;nl -l
Anopheles nili || AnMp6i0e e cepacpaggTCATH O ggmgen || 5162
Anopheles_albimanus Aalb\Atp6v0c l. 3308 - 444 ggacaggg(c;ggzgiTR‘gf&f)mgcmgt o] ||| =8
Anopheles_darlingi || Ada\Atp6uOe IEEE eS| s |54
Aedes_aegypti A—i‘j’é\ﬁ% l. 14503 - 7422 mgmg?;‘::gggﬁglz Sf;ﬁgamg‘gl ) 250
Culex_pipiens_qui. | CUDAImOUe (58] o [0 e e 1R
|
(Cec?ii(?rt:;?i k) Mayetiola_destructor Mdes\Atp6vOc .. 4932 - 79 catagccggéﬁ(ifﬁi;i?:tcstmaww intrS(;nl a
Bombyemori | BmonAtpsc DR s - SR ||| 5 [
Manduca_sexta Msex\Atp6vOc l. 2514 - 1163 gaacmi??gg:g:};iiﬁfgmmg im:ml 2
Lepidoptera Danaus_plexippus Dple\Atp6vOc l. 1511 - 21 gaacm?ch]:rs:g’:};i‘:;f:)mmng imin . >IN
Heliconius_melpomene || Hnel\Atp6vOc l. 1931 - 991 gaacalcz‘(?%gg:;‘gfﬂiﬁgmmcg intrS(;nl >
Pluelle_sylostella | PxyDAtp6u0c RENE e A
|
| Strepsiptera ” Mengenilla_moldrzyki ”Mmol\AtM| ” . ND ” “
Tribolium_castaneum —ché\é?zgszoc l - aamcta?;%{%i?:gﬁ::gmaga 5' -16
Coleoptera ——
Dendroctonus_ponderosae || Dpon\Atp6vOc l - atmcmz;qé{%flﬁzg Q:stnmg“ 5 -4
Hymenoptera Apis_mellifera Amgl];g%@ . - actc glcac(;ch'ILCE/‘:(liill“:}riiclz ;gcaclcctg - LrS"m 1 91
apis forea | AtcApnge [ N
Bombus_terrestris Bter\Atp6vOc l - actcgtcai?ii%:igg;iz)gcamag in t:m i >130
Bombus_impatiens Bimp\Atp6v0c l - mcgmac(gcgcl;_cézig:}“iiz)gcammg intf(;nl Z130
Megachile_rotundata Mrot\Atp6vOc l - ggccgtcaﬁ?ﬁ{gﬁ;ﬁ;ﬁ;ﬁg cactects imrs(;nl >0
Acromyrmex_echinatior Aech\Atp6a0c l - gcmgtcai?géiifsnfigcgccmg imi;nl > 180
Atta_cephalotes Acep\Atp6v0Oc . - gcmgmacgff&i{f:::;‘(;’cgmmg in;;nl Z182
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L . getegtcactcaTCACATGAccegegecactg 5' >-177
Solenopsis_invicta Sinv\Atp6vOc - (3 CLEAR elements) fotre]
actegtcactcaTCACATGAccegegecactg 5' >-173
Pogonomyrmex_barbatus || Pbar\Atp6vOc - (3 CLEAR clements) P—
. getegtcactcaTCACATGAcccgegecaceg 5! >-176
Camponotus_floridanus Cflo\Atp6vOc - (3 CLEAR elements) intron]
. . . getegtcactcaTCACATGAcccgegecacag 5' >-173
Linepithema_humile Lhum\Atp6vOc - (3 CLEAR clements) —
getegtcactcaTCACATGAccegtgecegtg 5! >-174
Harpegnathos_saltator Hsal\Atp6vOc - (3 CLEAR elements) intronl
. .. . . cageteggetcgTCACATGAccegegegeagee 5' -64
Nasonia_vitripennis Nvit\Atp6ovOc - (3 CLEAR clements) -
. . . . cagcteggetcgTCACATGAccgegegeagee 5' >-334
Nasonia_giraulti Ngir\Atp6vOc - (3 CLEAR elements) intronl
. . . cageteggetcgTCACATGAccgegegeagee 5' >-331
Nasonia_longicornis Nlon\Atp6vOc - (3 CLEAR elements) P
| Acyrthosiphon_pisum ” Apis\Atp6vOc H ” |- ND H H
Hemiptera
| Rhodnius_prolixus || Rpro\Atp6alc “ || |- .H| getaaccctcaaTCACATGAtcatatctacct “ 5 “ >152 I
| Phthiraptera ” Pediculus_humanus ” Phum\Atp6a0c H ” . .|_H aatttcgattcaTCACATGAccctetgetact H 5' H >-139 ‘
| Odonata | | Ladona_fulva | | Lful\Atp6vOc ‘ | | | . .H | aatcttctcacaTCACATGAccctetetcaca ‘ | 5 ‘ | >-116 ‘
| Crustacea | Daphnia_pulex | Dpul\Atp6a0c | | | aggtectitcggTCACGTGAccacgagtcacg | 5 | -79
Isca\Atp6v0c- 1 aaaacgctcccaTCACGTGAtataaaaataaa 5' -26
ISCWO018346 (3 CLEAR elements) intronl
Ixodida Ixodes_scapularis
Isca\Atp6vOc-2 .
ISCW012283
| | Homo_sapiens | ATP6VOC | | geggggeccaggeTCATGTGAcgeggeegegge | 5'UTR | 53
| Cnidaria | Nematostella_vectensis | vigl62114 | | ND | |
| Placozoa | Trichoplax_adhaerens ” Tadh\Atp6vOc “ ” ND “ “
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