Gene Cluster ID Atpbap2

|Dr0s0phila melanogaster gene

|VhaM8.9 (CG8444)

|FlyBase ID

|FBgn0037671

’Predicted function

HATPase, H+ transporting, lysosomal accessory protein 2

Atp6vl1H CLEAR element conservation:

5'/5"'UTR

5'/5'UTR

Dmel\ CAACCCTGTTCATCACATGATAGTCAGGGTGA

Mdom\ TCTCTCTTTACATCATGTGACCAAATGCAACC
__5'/5'UTR

Ccap\ CCGTCGCAGTTGTCATATGATCAATTTTCATT

Gmor\ TCTAGCCGTTTGTCATATGATCAATTTTTGAT

Llon\ AGACACCTTTGGTCATATGATTTTAGTGTGAG

Ppap\ CTTGGGCGATTGTCATATGATTTTACTGTGAA

5'/5'UTR

TGCAGTCGTTCGTCATATGATTAAAAGTCCAG
GTTTGTCGATTGTCATATGATCACGAACAAAA

5'/5'UTR

intronl

Agam\ CTGCGCAAAGTGTCACGTGAGGAACGGGACGG
Aara\ CTGCGCAAAGTGTCACGTGAGGAACGGGACGG
Agan\ CTGCGCAAAGTGTCACGTGAGGAACGGGACGG
Achr\ CTGCGCAAAGTGTCACGTGAGGAACGGAGTCG
Amin\ CTGCGCAAAGTGTCACGTGAGGAACGGAATGG
Afun\ CTGCACAAAGTGTCACGTGAGGAACGGAATGG
Aste\ CTGCGCAAAGTGTCACGTGAGGAACGCAGTGG
Aepi\ CTGCAGTAAGTGTCACGTGAGGAACAAGGTGG
Adir\ ——————
Anil\ ————
Aalb\ CCCGTCCAAACGTCACGTGAGGCGCTCCAAAC
Adar\ CCCGTTCAAACGTCACGTGAGGCGCTCCAAAC
Aaeg\ AAACTCGAAAAGTCACGTGAGGGACCATATCG
Cqui\ ———————————_——— - - (—-. — .  ————

Mdes\ TGTGCTGTGATGTCACGTGAATGTTTCGAAAC

Bmor\ GTATGAATTTAATCATATGACATTGTGATTGT
Dple\ GTAACACTTTAATCATATGACAGTAAGCCACC
Hmel\ GCAATACTTTAATCATATGACAGTCAGCTACT
Msex\ GTAAGACTTTAATCATATGACAGTCAGTCATT
Pxyl\ GCAACACTGAAATCATATGACAGTCTGCCATT

ACCACAATAACGTCATATGATCACAAGTGCAA
ACCACAATAACGTCATATGATCACAAGTGCAA
ACCACAATAACGTCATATGATCACAAGTGCAA
ACCACAATAACGTCATATGATCACAAGTGCAA
AACACAATAACGTCATATGATCACAAGTGCAA
AACACAATAACGTCATATGATCACAAGTGCAA
AACACAATAACGTCATATGATCACAAGTGCAA
ACCACAATAACGTCATATGATCACAAGTGCAA
AACAGAAAAAAGTCATATGACCAACTCGGTCA
ACGACAAAAACGTCATATGATCACAAGTGCAA
GCGCTCCAAACGTCATATGATCAAAATTCAGA
GCGCTCCAAACGTCATATGATCAAAAATCAGA
AAATCGGGAACGTCATATGATCACTGGTGCAA
AAAGTGAAAACGTCATATGATCACTGGGTGCA

AATCATAGTACATCATATGATCTGGCTTTAGT

Amel\ ATTACATTAATGTCATATGATCAGTTTGTGAA
Aflo\ ATTACGTTAATGTCATATGATCAGTTTGTGAA
Bter\ ACTCCTTTGTGGTCATATGATCAGTTTGTGAA
Bimp\ ACTCCTTTGTGGTCATATGATCAGTTTGTGAA
Mrot\ TGGATTAGCGTGTCATATGATAAACTTATAGA
Nvit\ GTGCAAAAGGTGTCATATGATCGGACGAAAAA
Nlon\ GTGCAAAAGGTGTCATATGATCGGACGAAAAA
Ngir\ GTGCAAAAGGTGTCATATGATCGGACGAAAAA

5'/5'UTR 5'/5'UTR
Tcas\ GTCACAAGACTGTCATATGATTATGACATTTG GTTAGTTTAATGTCATATGACTTCAAATTTCC
5'/5'UTR

TCTCATCG-CTGTTCACATGACATGAAGTATC
TCTCATCG-CTTTTCACATGACATGAAGTATC
TCTCATCG-CTGTTCACATGACATGAAGTATC
TCCCTGTG-CAGTTCACATGACATAAAAATAC
TCTCATCGTCTGTTCACATGACAACGAAAAGG
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Aech\
Lhum\
sinv\
Pbar\
cflo\
Hsal\
Acep\

Lful\
Dpul\

CATCTGACATGATCACATGATCACGTCCGAAA
CATCTGATGTGATCACATGATCGCGTCCGAAA
TACCTGACATGATCATATGATCGCGTCTGAAA
TGTCTGACATAATCACATGATCGCGTCTGAAA
GATCTGAAGTTATCACATGATCATGTCCGAAA
GACCACAGGTGATCACATGATCATGTCCGAAT
TATCTGACATGATCACATGATCCGAAATTGAT

catatcgtctggTCATATGAttcttaagcgaa
agcacgaacacaTCACCTGActttagctgtca

Atp6ap2 gene structure comparisons:
(Click on Species for genomic, mRNA and protein sequence informations)

Key: b
bps
. Atpbap2 . . . ) . . P
Order Species ortholoes S'exon ||intron exon intron exon3 Extended CLEAR region Position||from
a TSS
Diptera . caaccctgttcaTCACATGAtagtcagggtga 5' -1
(Drosophilidac) Drosophila_melanogaster ||Dmel\VhaM8.9 tgeagtogttcg TCATATG Attasangtccag SUTR 50
Diptera . tetetetttacaTCATGTGAccaaatgeaace 5! >-93
(Muscidae) Musca_domestica Mlﬁ_ap_z gtttgtcgattgTCATATGAtcacgaacaaaa 5' >-13
Diptera .. . P
(Tephritidae) Ceratitis_capitata Ccap\Atpbap2 cegtegeagttg TCATATG Atcaattttcatt 5'UTR? || >-37
Diptera . . P
(Glossinidae) Glossina_morsitans Gmon\Atpbap2 tetageegtttg TCATATGAtcaatttttgat 5 3
Diptera | Lutzomyia_longipalpis | | Llon\Atp6ap2 | . - | agacacctttggTCATATGA tttagtgtgag | | 5'UTR | | 3 l
(Psychodidae) | Phlebotomus_papatasi ” Ppap\Atp6ap2 |.- cttgggcgattg TCATATGA tttactgtgaa | 5'UTR ” 14 I
D iptel-a ctgcgcaaagtgTCACGTGAggaacgggacgg 5' -35
(Culicidae) Anop heles _gam biae A%\ EEII}A—\P‘?)‘SI;%‘)I)Q 214 accacaataacgTCATATGAtcacaagtgcaa SUTR? 18
_— tetcatcgetgt TCACATGAccatgaagtatcg intronl 278
ctgegcaaagtgTCACGTGAggaacgggacgg 5' >-108
Anopheles_ar abiensis Aara\Atp@pz 214 accacaataacgTCATATGAtcacaagtgcaa SUTR? >-47
tetcategettt TCACATGAcatgaagtateg intronl || >206
ctgegeaaagtgTCACGTGAggaacgggacgg 5' >-108
Anopheles_quadriannulatus|| Aqan\Atpbap2 214 accacaataacg TCATATGAtcacaagtgcaa || SUTR? || >-47
tetcatcgetgt TCACATGAcatgaagtateg intronl >206
ctgcgcaaagtgTCACGTGAggaacggagtcg 5' >-109
Anopheles_christyi Achr\Atp6ap2 217 accacaataacg TCATATGAtcacaagtgcaa || SUTR? || >-47
teectgtgecagt TCACATGAcataaaaatacg intronl >211
ctgcagtaagtgTCACGTGAggaacaaggtgg 5' >-108
Anopheles_epiroticus Aepi\Atpbap2 234 accacaataacg TCATATGAtcacaagtgeaa || SUTR? || >-47
cteatcgtctgt TCACATGAcaacgaaaagga intronl || >218
L. . ctgcgeaaagtgTCACGTGAggaacggaatgg 5' >-108
Anopheles_minimus Amin\Atp6ap2 196 - aacacaataacgTCATATGAtcacaagtgeaa || SUTR? || >-47
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ctgcacaaagtgTCACGTGAggaacggaatgg 5' >-107

Anopheles_funeStus Afun\Atp@p; _ - . aacacaataachCATATGAtcacaagtgcaa SOy >4

. ctgcgeaaagtgTCACGTGAggaacgeagtgg 5' >-107

Anopheles_stephensi Aste\Atp6ap2 _ -. aacacaataacg TCATATGAtcacaagtgeas || SUTR? || >-47

. . aacagaaaaaag TCATATGAccaactcggtca 5' >-67

Anopheles_dlrus A M@Iﬁ _ - . tgaccaactcgg TCATATG Acaagtgeaaaaa AU =0
e | s [ @\ e e

. cecgtecaaacgTCACGTGAggcegctecaaac 5' >-63

Anopheles_a lblmanus Aalb\Atp6_ap_2 . _ - . gegetecaaacg TCATATG Atcaaaattcaga ALY >

Lo cccgttcaaacgTCACGTGAggcgetccaaac 5'
Anopheles_darllngl ML\AtIﬁ_aIQ - _ - . gegetecanacg TCATATG Atcaaaaatcaga SR

Aed /i Aaeg\Atpbap2 aaactcgaaaagTCACGTGAgggaccatatcg 5' -73

edes_aegypi AAEL002411 aaatcgggaacg TCATATGAtcactggtgcaa SUTR 15

Diptera . tgtgetgtgatg TCACGTGAatgtttcgaaac 5' 24

(Cecidomyiidae) Mayetiola_destructor Mdes\Atp6ap2 aatcatagtacaTCATATGAtctggctttagt SUTR -64
| Bombyx_mori - - gtatgaatttaaTCATATGAcattgtgattgt ” SUTR? ” -15 I
| Manduca_sexta - - gtaagactttaaTCATATGAcagtcagtcatt || SUTR? || >-27 ‘
Lepidoptera | Danaus_plexippus - - gtaacactttaaTCATATGAcagtaagccacc | S5UTR? || >-26 ‘
| Heliconius_melpomene - geaatactttaaTCATATGAcagtcagctact | SUTR? ” >-37 l
| Plutella _xylostella - geaacactgaaaTCATATGAcagtctgecatt || 5UTR? || >11 l

. . gtcacaagactgTCATATGALttatgacatttg 5 -20

Coleoptera Tribolium_castaneum LOC662403 .- - sttagtttaatg TCATATG Acttcaaatttce STTm by
Hymenoptera | Apis_mgllifgra || GB17311 |.- attacattaatgTCATATGAtcagtttgtgaa || SUTR? || 1 ‘
| Apis_florea ” Aflo\Atpbap2 attacgttaatg TCATATG Atcagtttgtgaa ” 5UTR? ” >-78 ‘
| Bombus_terrestris ” Bter\Atp6ap2 actectttgtgg TCATATGAteagtttgtgaa ” 5UTR? ” 57 ‘
| Bombus_impatiens || Bimp\Atp6_ap_2 actcctttgtgg TCATATGAtcagtttgtgaa || SUTR? ” >-69 l
| Megachile_rotundata ” Mrot\Atp6ap2 tggattagcgtg TCATATG Ataaacttataga | 5UTR? ” I
| Acromyrmex_echinatior ” AECH19445* catctgacatgaTCACATGAtcacgtecgaaa 5' ” >-65 ‘
| Atta_cephalotes ” ACEP24633* tatctgacatgaTCACATGA tccgaaattgat ” 5UTR? ” >-60‘
| Solenopsis_invicta || Sinv\Atp6ap2 tacctgacatgaTCATATGAtcgegtctgaaa || SUTR? ” -81 |
| Camponotus_floridanus ” CFLO15335* gatctgaagttaTCACATGAtcatgtccgaaa || SUTR? ” >-65 I
| Harpegnathos_saltator || Hsal\Atp6ap2 gaccacaggtgaTCACATGAtcatgtccgaat | SUTR? || >-70 l
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| Pogonomyrmex_barbatus ” Pbar\Atp6ap2 |.- .[“ tgtetgacataa TCACATGAtegegtetgaaa || SUTR? “ >-66‘
| Linepithema_humile ” Lhum\Atp6ap2 |.- .[I catctgatgtgaTCACATGAtcgegtccgaaa || SUTR? H >-60 ‘
| Nasonia_vitripennis “ NV14085 |.- -[H gtgcaaaaggtg TCATATGAtcggacgaaaaa || SUTR? “ >-84 |
| Nasonia_giraulti “ Ngin\Atpbap2 |.- ..[” gtgcaaaaggtg TCATATGAtcggacgaaaaa || SUTR? “ >-84 |
| Nasonia_longicornis “ Nlon\Atp6ap2 |.- ..[“ gtgcaaaaggtg TCATATGAtcggacgaaaaa || SUTR? “ >-84 ‘
I |
| Odonata H Ladona_fulva ” Lful\Atp6ap2 |.-. -_.M.H..H catatcgtctgg TCATATGAttcttaagcgaa | SUTR? H >-40‘
I |
[omanirs || Acyhosphon [ ACurioroan [ I v ISR = = T -
| Phthiraptera H Pediculus_humanus ” PHUM376100 |.--_ ND ” H ‘
| Crustacea “ Daphnia_pulex “ Dpul\Atp6ap2 |. - _ -.. .- agcacgaacacaTCACCTGActttagctgtca “ >-80 |
[ vodion [ ssodes scapuiaris_| II-DIDIDIDIDIDIDIDIIUI [ ]
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