Drosophila melanogaster dicistronic gene CG7071
FlyBase ID FBgn0260467

Predicted function

ATPase, H+ transporting, vacuolar ER assembly factor, Vmal2

Protein size

302 amino acids

Cytogenetic map

3R:94A6-94A6

Gene sequence location

3R:18188619..18190306 [+]

Dmel CLEAR sequence

TCATGTGA

CLEAR sequence location

3R:18188617..18188624

NOTE: Dicistronic gene with dicistronic transcript.

FlyBase gene model & CLEAR element (red) position:
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pmel' CGCTACGATTTCTCATGTGACAGCTGTIGGGCG
Dsim\ TGCTACGATTTCTCATGTCACAGCTGTEEGCG
Dsee CGCTACGATTTCTCATGTGACAGCTGTGGGCG
Dyak' CGATGGCATTTCTCATGTGACAGCTGTAGGCG
Dere' CGATGGCATTTCTCATGTCACAGCTGTGEGCE
Dbial CGGTGGGATTTCTCATGTGACAGCTGTGGGCA
Dsuz TGGTGTGATTTCTCATGIGACAGCTGTGTTCA 2
Dtaky CACTGGGATTTCTCATGTGACAGCTGTAGGCG
Deugy TGCAGGGATTTCTCATGTGACAGCTGTAGACG g,
Dele\ CCAACACTGCCCTCATGTGACAGCTGTCGGTG T
prho CCARCACTGTGCTCATGTGACAGCTGTCGGTG =1 hrxa cn lods A
Dfich\ ACAACACTAGCCTCATGTGACAGCTGAACGGA G - N 7w eres o odn oS- 22gLNRARAREASAH,
Dkik' GCAACGCCGCACTCATGTGACAGCTGTAGGTG e
Dbip% ACAACCCTACACTCATGTGACAGCTGTAGGAA
Dana. ACAACCCTACACTCATGTCACAGCTGTAGGAA
Dpse' TAAGTCGATAAGTCATGTCACAGCTGTGGGTG
Dper' TAAGTCGATAAGTCATGTIGACAGCTGIGGGTG
Dmir' TAAGCCGATAAGTCATGTGACAGCTGIGGGTG
Dwill GAGCATCACTGCTCATGTCATGTGCCGTGACT
Dalbl TCGTTGACCCACTCATGTGACGGTAMAGARRA
DmojY% TCGTTGACCTACTCATGTGACAGATGTAAAARA
Dvirl TCGTCGGCCCACTCATGTCACAGAAGCAAARA
Dgril CGTTAACTTCACTCATGTGACAGGAGCGAARA
muted/Tmem199 (CG7071) gene structure comparison:
Key: UTRIegion. CDSHEgion
conr | s cosisn | RGO |
Species Tmem199 A| Extended CLEAR region ||Position ||from
orthologs 5'exon||intron||exon ||intron |[exon3' intron || exon3' TSS
Drosophila_melanogaster || Dme\CG7071 |. 22| 60 | 281 66 171 |.-| 69 I-.| TCATGTGA S'UTR 6
Drosophila_simulans || Dsim\GD20938|[F[22]] 0 [[281][ s ][ 171 |[S][SSRN[ o [BERL| TCATGTGA SUTR?
Drosophila_sechellia M|l| 22 | 60 | 281 | 66 | TCATGTGA | 5'UTR? |
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Drosophila_yakuba__ || Dyak\GE10288 [][22]] 0 [281][ s |[ 171 |[S[R60RN[ « B[] TCATGTGA SUTR?
Drosophila_erecta || Dere\GG11121 |[[22][ o0 |[287][ es |[ 171 |[SI[S68N[ « B3I TCATGTGA SUTR?
Drosophila_biarmipes || DbiaCG7071 [[[[22][ o5 [[272][ o0 |[ 171 |[S][F60IN[ « |[823[7]] TCATGTGA SUTR?
Drosophita_suzukii || DsunCG7071 [[[22][ e |[272][ o0 [ 171 |[SI[NS08N[ « | TCATGTGA SUTR?
Drosophila_takahashii || DrakcG7071 [[l[22]] 0 |[272][ s |[ 171 |[5ISEEM[ « 8287 TCATGTGA SUTR?
Drosophila_eugracilis || Deug\cG7071 [[[22][ o0 [[272][ o+ [ 171 |[5]FS920[ o |[B28[7]] TCATGTGA SUTR?
Drosophila_elegans || DelocGo71 [[H[22][ = [[272][ o+ |17 |[SIIS880[ « B2 TCATGTGAcag SUTR?
Drosophila_rhopaloa Drho\CG7071 |. 22| 61 || 272 || 65 171 l.-l 68 l-. TCATGTGA 5'UTR?
Drosophila_ficusphila__|| DiocG7071 [[F[22][ o1 [[272] 2 [ 165 |[5]FS920[ s |B28[]] TCATGTGA SUTR?
Drosophila_kikkawai || Dkikn\eGro71 [[H[22][ et [[272][ o [ 171 [[S)[R60RN[ es [[BUE [ [[ecacecescaccararancas SUTR?
Drosophila_bipectinata || Dbip\CG7071 |. 22|l 63 ||272 || 60 171 |.-| 63 I-. TCATGTGA 5'UTR?
Drosophila_ananassae || Dana\GF18081 [[H][22][ & |[272][ 7 | 171 |[6][FSEEM[ o« || TCATGTG SUTR?
Drosophila_pseudoobscura|[ DpseGA20078 [[[22][ o1 [[2722][ = [ 171 [[BI[F6asH[ « |BHE[ TCATGTGAcag SUTR?
Drosophila_persimilis || Dper\GL.23377 |. 22| 61 ||272|| 72 171 I.-l 63 I-.I TCATGTGA 5'UTR?
Drosophila_miranda__|| DmircG7071 |[[H[22][ o |[272][ = |[ 171 [N « |BEIE TCATGTGA SUTR?
Drosophila_willistoni || DwinGK12002|[F[22][ o1 [[272][ ss | 171 [|WIGEN[ o |87 TCATGTGA SUTR?
Drosophila_albomicans || Dalb\CG7071 l. 22|l 177 || ND || ND 171 I.-l 62 I-.i TCACATGA S'UTR?
Drosophila_mojavensis || DmojG110478 [[][22][ &0 [[272][ s [ 171 [[i5][586%][ > [[2%0]["] TCATGTGA SUTR?
Drosophila_virilis DvinGI231s8 [[H[22][ s [[272][ e |17 [[SIST[ o+ [8A[| TCATGTGA SUTR?
Drosophila_grimshawi || Dgri\GH21152 l. 22| 62 |[272 || 69 | 171 ’.-l 54 I-.H TCATGTGA 5'UTR? |
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