Gene Cluster ID Atpbap2

Drosophila melanogaster gene VhaM8.9 (CG8444)

FlyBase ID FBgn0037671

Predicted function ATPase, H+ transporting, lysosomal accessory protein 2
Protein size 320 amino acids

Cytogenetic map 3R:85D6-85D7

Gene sequence location 3R:5086363..5088315[+]

Dmel CLEAR sequence TCACATGA; TCATATGA

CLEAR sequence location(s) 3R:5086356..5086363; 3R:5086414..5086421



http://flybase.org/reports/FBgn0037671.html
http://flybase.org/cgi-bin/gbrowse/dmel/?name=FBgn0037671

FlyBase VhaM8.9 (CG8444) gene model & CLEAR element position:
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CAACCCTETTCATCACATCEATACTCACGGCTGA
CAACCCTETTCATCACATEATACTCAGGCAGA
CAACCCTETTCATCACATCEATACTCACGGCAGA
CARACCCTGCTCATCACATEATAGTCAGECAGA
CAACCCTECTCATCACATEATACTCACGETGA
CAACCGTGCTCATCACATCEATACGCCACGGCAGA
CARCCCTGCTCATCACATCGATAGCTAGECAGA
CAACCCTECTCATCACATCEATACGCCACGGCAGA
CAACCCTGCTCATCACATCEATACGCCACGGCAGA
CARCCCTGCTCATCACATCGATAGCCACGECERAG
CAACCCTECTCATCACATCEATACGCCACGGCAGA
CARCTCTGETCATCACATCGATAGCCAGRGAGA
CAACCCTETTCATCACATCEATACGCCAGGCAGA
CAACCCTGCTCATCACATCEATACGCTAGACAGA
CARCCCTGETCATCACATCGATAGCCAGEETGA
CAACCCTETTCATCACATCEATACTCAGRGETE
CARACCCTGTTCATCACATEATAGTCAGAGETE
CAACCCTETTCATCACATEATACTCAGAGETE
ACACTGAGACTETCACATCACACGATATCATCE
AACAACTRCCCATCACATEACACTGAGRGCGT
TTCTTCEACCCATCACATEACAGTCAGAGCGT
TTCTACTATCCATCACATCACACTCAGACCGT
TTCGARTARCCATCACATCGACAGTAGGRAGCGT

TECAGTCETTCETCATATCATTARARCTCCAG
TECAGTCETTCETCATATCATTARARCTCCAG
TECAGTCETTCET CATATCATTARARCTCCAG
TECAGTCETTCETCATATCATTARARCTCCAR
TECAGTCETTCETCATATCATTARARCTCCAG
TECAGTCETTCETCATATCATTARARCTCCAG
TECAGTCETTCCTCATATCATTARARCTCCAG
TECAGTCETTCET CATATCATTARARCTCCAG
TECAGTCETTCETCATATCATTARARCTCCAG
TECAGTCETTCCTCATATCATTARARCTCCAG
TECAGTCETTCET CATATCATTARARCTCCAG
TGCAGTCETTCCTCATATGATTARARCTCCAG
TECAGTCETTTETCATATCATTARARCETCCAG
TECAGTCETTCETCATATCATTARARCTCCAG
TGCAGTCETTCCTCATATGATTARARCTCCAG
GCAAGTCETTCETCATATCATTEAARARRCTC
GCAAGTCETTCETCATATCATTCAARARAGTC
GCAAGTCETTCETCATATCATTEAARARACTC
TTTTCECACTTETCATATCATTARARCCAGAR
GCAGTTTETTCETCATATGATTGAARGCCTEE
TECAGTTETTCET CATATCATTARARCGCTES
TECAGTTETTCETCATATCATTARARCGCTES
TECAGTTETTCCTCATATCATTARARGGCTGE
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VhaM8.9 (CG8444) gene structure comparison in Drosophila species:

VhaM8.9 bps
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http://flybase.org/reports/FBgn0037671.html
http://flybase.org/reports/FBgn0190124.html
http://flybase.org/reports/FBgn0178656.html
http://flybase.org/reports/FBgn0068219.html
http://flybase.org/reports/FBgn0108209.html
file:///Users/corrado/Desktop/Atp6v/DROS_SEQ/Dbia/Dbia_CG8444.html
file:///Users/massimomarsano/Desktop/supp%20material%20edited/DROS_SEQ/Dsuz/Dsuz_CG8444.html
file:///Users/corrado/Desktop/Atp6v/DROS_SEQ/Dtak/Dtak_CG8444.html
file:///Users/massimomarsano/Desktop/supp%20material%20edited/DROS_SEQ/Deug/Deug_CG8444.html
file:///Users/massimomarsano/Desktop/supp%20material%20edited/DROS_SEQ/Dele/Dele_CG8444.html
file:///Users/massimomarsano/Desktop/supp%20material%20edited/DROS_SEQ/Drho/Drho_CG8444.html
file:///Users/massimomarsano/Desktop/supp%20material%20edited/DROS_SEQ/Dfic/Dfic_CG8444.html
file:///Users/corrado/Desktop/Atp6v/DROS_SEQ/Dkik/Dkik_CG8444.html
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http://flybase.org/reports/FBgn0093608.html
http://flybase.org/reports/FBgn0081071.html
http://flybase.org/reports/FBgn0151552.html
file:///Users/massimomarsano/Desktop/supp%20material%20edited/DROS_SEQ/Dmir/Dmir_CG8444.html
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http://flybase.org/reports/FBgn0216267.html
file:///Users/massimomarsano/Desktop/supp%20material%20edited/DROS_SEQ/Dalb/Dalb_CG8444.html
http://flybase.org/reports/FBgn0133192.html
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