Drosophila melanogaster gene

VhaSFD (CG17332)

FlyBase ID

FBgn0027779

Predicted function

V-type ATPase, H+ transporting, V1 subunit H

Atp6vlH CLEAR element(s) conservation:

5'/5'UTR

intronl

Dmel\ GCTGCAGAAAAGTCACAAGACCA---GTCAGCTGAATTTCGGTGCTG
Gmor\ GAAGCGAAAAAGTCACAAGACTC---GTCAGCTGAATTCTTCCATTA
Mdom\ TTACATCACAAGTCACAAGACCTTCTGTCAGCTGAATTCAGAGTAAA
Ccap\ TTTCTGGGTCTTGTGAC-TTTTGTCAGCTGAATTTGTTCATCG
Llon\ CAATCGTATTTGTCACGTGAAGTCAGAAAACT
Ppap\ CCCTCCATTCTGTCACGTGAATTCGAAGGAGC

Agam\ GTTCACTTCAGGTCATATGATCACAAATATTT
Aara\ GTTCACTTCAGGTCATATGATCACAAATATTT
Agan\ GTTCACTTCAGGTCATATGATCACAAATATTT
Achr\ ATTCACTTTTGGTCATATGATCACAAATATTT
Aepi\ ATTCACTTTTGGTCATATGATCACAAATATTT
Amin\ ATGCACTTTTGGTCATATGATCACAAATATTT
Afun\ CTACACTTTAGGTCATATGATCACAAATATTT
Aste\ CACCCCTTTAGGTCATATGATCACAAATATTT
Adir\ AAGAAGAAGAGGTCATATGATCACAATTTTTT
Anil\ AAGAAGAAGAGGTCATATGATCACAAATATTT
Aalb\ TTATCAGCGCAGTCATATGAGTTGATTTTTCA
Adar\ TATTCAGCGCAGTCATATGAGTCCCCGAGAGT
Cqui\ CTTTACCCCAAGTCATATGACATTCAGCTGAG
Aaeg\ ACCCCATGCAAGTCATATGACATTCAGCTGCG

Mdes\ CCGATGGAAAAGTCACAAGAC-TCTCAGCTGAGGTTTTTTCTTC
Bmor\ CATTTCCTACAGTCACAAGACCTCTCACCTGAGCAGTGTCGGAT
Msex\ CACTTTTCATAGTCACAAGACCACTCAGCTGAGGCTGTGTTCGA
Dple\ CACGTCGAGTAGTCACAAGACCTCTCAGCTGAGTTCACTGTCGC
Hmel\ CACATCGAATAGTCACAAGACCTCTCAGCTGAGGTATCTGTCTA
Pxyl\ CACTTTCAATAGTCACAAGACCTCTCAGCTGAGGTTGTGTTGGT

Tcas\ GCGTGTCAATAATCACAAGACTTGTCAGGTGT
Dpon\ tcaaaagattggTCATATGAtcaatctgccag
Dpon aatctgccagtgTCAGCTGAttgagactacgt

Aflo\ GTTATACATCGATCTTGTGATCCAACTATTGA
Amel\ GTTATACATCGATCTTGTGATCCAACTATTGA
Bimp\ GTAATATATCAGTCTTGTGATCCAAGTGTTGA
Bter\ GTAATATATCAGTCTTGTGATCCAAGTGTTGA
Mrot\ TATGTACATTGGTCTTGTGATTTTAACAGCTG
Aech\ ATATTCGTGTGGTCTTGTGATCGAACAGCTGA
Acep\ GTATTCGCGTGATCTTGTGATCGAAGAAGCTG
Sinv\ GTATTCGCATGGTCTTGTGATCGAACAGCTGA
Pbar\ GTATTTGCGTGGTCTTGTGATCGAACAGCTGA
Cflo\ GTATCTGCACGGTCTTGTGATCGAACAGCTGA
Lhum\ GTAGTTGATTGGTCTTGTGATCGAACAGCTGA
Hsal\ GTACCCAAGTGGTCTTGTGATCGAACAGCTGA
Ngir\ ACGCTACTCCAATCTCGTGACCTGACTTGTGA
Nlon\ ACGCTACTCCAATCTCGTGACCTGACTTGTGA
Nvit\ ACGCTACACCAATCTCGTGACCTGACTTGTGA

Phum\ CCCCATAGTTAATCACGTGAAAAATCGTAGGA
Lful\ gatcatggaatgTCACGAGAcaaggcagacgg
Dpul\ TTGGAGGGCCAGTCACATGACACAACTGACAA
Isca\ GTGTCTCCTCACTCACGTGACGTCTGCTGCTG

GGTAAGTGTGTGTCACATGAACATTTTGTGCG

GAGCAAATTCCATCACGTGATGTTGTTTCTTT
AGCTAAATTCCATCACGTGATGTTGTTTCTTT
AGCTAAATTCCATCACGTGATGTTGTTTCTTT
AGTTGAATTTAATCACGTGATGTTGTTTTTTC
AGTTAAATATCATCACGTGATGTTGTTTCTTT
ATTTAATTTCCATCACGTGATGGTATTTCTTT
ATTTAATTTTCATCACGTGATGATGTTTCTTT
CTTTACTTTTCATCACGTGATGGTATTTCGTT
CCATCACTTCTATCACGTGATGAGTTTCGTTT
AATCTACTTCCATCACGTGACTTACTTTTTTT
CTTCTTCGTTCGTCACGTGACGTTCTACGCTT
GTTCCTCGCTCATCACGTGACGTTCTACGTTT
GAAATTTTGGAATCACGTGACCTTTTTCCTTC
AGAAATTTGGAATCACGTGATGCTTTTTGTGC

GGCTGAGCACACTCACGTGACACTTGAGTATC
taatgaaactatTCACGTGAcattggtcaagt

Atp6v1H gene structure comparison:
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INTRON

bps
. Atp6vIH . . . . . . .
Order Species orttl}jlolo s S'ex || int exon int || ex || int exon int || ex || int || exon3' Extended CLEAR region Position || from
g TSS
Diptera . Dmel\VhaSFD-
(Drosophilidac) Drosophila_melanogaster RA (CG17332) gaaaag TCACAAGAccagTCAGCTGAatttcg S'UTR 36
Diptera .
. ¢ acatcacaag cettetg’ ? ||>
(Muscidae) Musca_domestica Mdom\Atp6vI1H ttacat TCACAAGAccttetgTCAGCTGA 5'UTR? 100
Diptera .. . ttgtgacttttgTCAGCTGAatttgttcateg S'UTR? |[>-117
‘ (Tephritidae) Ceratitis_capitata Ccap\Atp6vIH TCACATGA intron || >58
Diptera . .
L. Glossina_morsitans Gmon\Atp6vlH 22aag TCACAAGActegTCAGCTGAattcticcatta S'UTR 9
(Glossinidae) B 2
: Lutzomyia_longipalpis Llon\Atp6vIlH TCACGTGA 5'UTR 33
Diptera gipatp P
(Psychodidae) Phlebotomus_papatasi Ppap\Atp6viH TCACGTGA SUTR? || >-86
Anopheles eambiae Agam\Atp6ovIiH TCATATGA 5'UTR? 6
P -8 AGAP009486* TCACGTGA intronl 433
Lo TCATATGA 5 >121
hel, b
Anop —ar Aara\A(povIH agetasattecaTCACGTGAgttgtttettt intron1 || >327
ol T / TCATATGA s >-121
Anop —quaar Agan\Atp6vIH agctaaattecaTCACGTGAtgtgtttettt intronl || >334
attcacttttgg TCATATGAtcacaaatattt 5 >117
Anopheles_christyi Achr\Atp6vI1H agttgaatttaaTCACGTGAtgttgtuttttc intronl || >336
TCACGTGA intron3  |[>1651
Lo . attcacttttgg TCATATGAtcacaaatattt 5 >-129
Anap heles_ep Lroticus &pl_\AtM agttaaatatcaTCACGTGAtgttgtttcttt intronl >313
P .. . atgcacttttgg TCATATGAtcacaaatattt 5 >115
Anop ! Amin\Atp6viH atttaatttecaTCACGTG Atggtatttettt intron1 || >316
P ctacactttagg TCATATGAtcacaaatattt 5 >-115
Diptera Anop i Afun\Atp6viH atttaattttcaTCACGTGA gatgtttettt intronl || >307
(Culicidae) . TCATATGA s |[>n7
Anopheles_stephensi Aste\Atp6viH ctttactittcaTCACGTG Atggtatttcgtt intron1 || >323
TCATATG g >-133
Anopheles_dirus AdinAtp6vIH TCACGTG intronl || >286
' TCACGTGA intron3 |[>1538
e . TCATATGA 5 >-118
Anop heles_nili MIM aatctacttccaTCACGTGActtacttttttt intronl || >289
. TCACCTGA 5 >-106
hel, 1h
Anopheles_ Aalb\tp6viH TCACGTGA intron1 || >284
- TCACCTGA s >-115
Anopheles_darlingi Adar\Atp6vI1H . TCACGTGA invonl || 274
. . CquilAtp6vIH ctttaccecaag TCATATGAcat TCAGCTGAg SUTR? |[>-135
Culex_pipiens_qui. CPLI002428 TCACGTGA intronl || >245
. Aaeg\Atp6ovIiH TCATATGA 5'UTR 5
Aedes_aegypti AAEL006516 TCACGTGA intront || 435
Diptera gaaaagTCACAAGACctc TCAGCTGAggttttttcttc 5 >153
. .. Mayeti
(Cecidomyiidae) ayetiola_destructor Mdes\AtpovIH (TCATTTGA 5' >-61
. Bm v
Bombyx_mort ﬁg’glj catttectacagTCACAAGAcctcTCACCTGAgeagtgteggat S'UTR 16
Manduca_sexta Msex\Atp6vI1H cacttttcatagTCACAAGAccacTCAGCTGAggctgtgticga 5 >95
1l ggclgtgticg:
Lepidoptera Danaus_plexippus Dple\Atp6vIH _ - . cacgtegagtagTCACAAGAccte TCAGCTGAgtteactgtege 5 >98
Heliconius_melpomene Hmel\Atp6vIiH _ - . cacatcgaatagTCACAAGAccte TCAGCTGAggtatctgteta 5 >-95
Plutella_xyl ! PxyNAtp6vIH _ - cactttcaatag TCACAAGAccte TCAGCTGAggttgtgttggt 5 >93
T R e o I - v -
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Triboli ” Tcas\Atp6vIlH TCACAAGA 5'UTR? 1
ribolium_casianeum LOC657235% TCACGTGA intronl || 291
Coleoptera TCATATGA SUTR? || -21
Dendroctonus_ponderosae || Dpon\Atp6v1H TCAGCTGA S'UTR 2
TCACGTGA intronl || 365
Apis_florea Aflo\Atp6ovIH TCTTGTGA SUTR? || >-99
. . Amel\Atp6vIiH
AmeNApoVIH T A
Apis_mellifera GB17480 CTTGTG. SUTR 14
Bombus_imp Bimp\Atp6vIH TCTTGTG SUTR? ||>-102
. Bter\Atp6vIH
I — ? -
Bombus_terrestris LOCI00648051 TCTTGTG SUTR? ||>-102
Megachile_r d Mrot\Atp6vI1H TCTTGTGA SUTR? ||>-104 |
Aech\Atp6vIH
/ T \
Acromyrmex_ec AECH24129% CTTGTG 5 >-99
Acep\Atp6vI1H - '
Atta_cephalotes ACEP26838" TCTTGTG, 5 >-102
Lo SinV\Atp6vIH
SINVALPOVIH T ]
Solenopsis_invicta SINVI1121* CTTGTG. 5 >-102
Hymenoptera Pb
an\AtpovI1H
Pban\AtpovIH T A ]
Pogonomyrmex_barbatus PB18810* CTTGTG. 5
Hsal\Atp6viH N )
Harpegnathos_saltator HSALI3159* TCTTGTG. 5 >-102
Lo . Lhum\Atp6vIiH R )
Linepithema_humile LHI3415* TCTTGTG. 5 >-101
. Cflo\Atp6vIH R )
Camponotus_floridanus CFLO15154% TCTTGTG. 5
TCAGCTG >222
Nasonia_giraulti Ngin\Atp6vIiH TCATCTGA SUTR? ||>-190
TCTCGTGA >-136
TCAGCTG >222
Nasonia_longicornis Nlon\Atp6v1H TCATCTG SUTR? ||>-190
TCTCGTGA >-136
. TCAGCTGA >-186
Nasonia_vitripennis NV]—:I\Q%% TCATCTGA SUTR? ||>-154
e TCTCGTGA >-99
. . Apis\Atp6vIiH
. Acyrthosiphon_pisum LOCI00161058* ND
Hemiptera e
Rhodnius_prolixus Rpro\Atp6oviH ND
. . Phum\Atp6vI1H
Phum\Atpov I T A ]
’ Phthiraptera Pediculus_humanus PHUM375970 CACGTG. 5 >-789
| Odonata Ladona_fulva Lful\Atp6v1H TCACGAGA 5 >-126 |
| Crustacea Daphnia_pulex Dpul\Atp6vIlH TCACATGA SUTR 1 |
q . Isca\Atp6vIH N )
‘ Ixodida Ixodes_scapularis ISCW013048* TCACGTG. 5 -11
. atcattcaag TCATATGAacccattgac \ -596
‘ Homo_sapiens ATPGVIH . - D . |:| l D - . D . |:[ - - ctaanacticTGRGTG actccaaaizg i =D
8 1cf . Nvec\A 1H -108
’ Cnidaria Nematostella_vectensis %ﬁgz ‘.- |:| .|:|I D.H.D. |:|. D tecttegttaTCACGTGAcagaagtcac 5
. Tadh\Atp6vIH ND
’ Placozoa Trichoplax_adhaerens TRIADDRAFT 36227
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