Gene Cluster ID Atp6v0d

|Dr0sophila melanogaster gene

[VhaAC39-1 (CG2934)

|FlyBase ID

[FBgn0028665

|Predicted function

“ATPase, H+ transporting, lysosomal 38kDa, V0 subunit d

|
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Atp6v0d CLEAR element conservation:

5'/5'UTR

intronl

intronl

AAGAGTTGAAAATCATATGACTTGTCGATCGA
CAACTGCTATAGTCATATGACAGTCGATAAAG
TACCAATGACAGTCATGTGATGACTTATGACA
ACTCTGAGAGAGTCATATGACAGTAAGAATGA
CTCAACTACGGGTCATATGACATTTTGATAAT

AAAACTAGGTAGTCATATGATGCGTTTTTGCC
AAAACTAGGTAGTCATATGATGCGTTTTTGCC
AAAACTAGGCAGTCATATGATGCGTTTTTGCC
AAAAATAGGTAGTCATATGATGCGTTTTTGCC
GCAAAATTGTAGTCATATGATGCGTTTTTGCC
ACACAATTGTAGTCATATGATGCGTTTTAGCT
CAAAAATTGTAGTCATATGATGCGTTTTACCT
ACAAAATTGTAGTCATATGATACATTTTGCCC

AAGACTGAGTAGTCATATGATGCACATTCTGC
AGTCAGGGGTAGTCATATGATGCGCTTTCAGC
TCCGAGTGCGAGTCATATGACACTTTTCAGAG
CCCATGCGCGAGTCATATGACACTTTTCAGAG

TTCGCATTGTTATCACATGAATTGTCAATGTT

TCTATGTTCACATCATATGATCAATTTTCTTT
TCTATGATCGCATCATATGATCAATGCAACTC
TCTATGGAGCTATCATATGATCAATGATCTAC
TCTATGGAGTTATCATATGATCAATGATCTAT
TCTATGGTCAAATCATATGATCAATGAATGAT

ctgTCACATGAttgtcactaaTCATATGAcaa
caaTCACATGAt. .gtcaaaaTCATATGAcgC

CTCACAAGATAGTCATATGATCGACACGAAAA
CTCATAAGATAGTCATATGATCGACACGAAAA
CTCGCTAGATGGTCATATGATCGACACGAAAA
CTCGCTAGATGGTCATATGATCGACACGAAAA
CTCACTGTACGGTCATATGATCGACACGAAAA
GTTAGACTTTAGTCATATGATCGACTCCTGAC
GTTAGACTTTAGTCATATGATCGACTCCTGAC
GTTAGACTTTAGTCATATGATCGACTCCTGAC
ATGACATGACAGTCATATGATTTTAGAAGAGG
GTGACATGACAGTCATATGATTTTAGAAGAGG
CGGCTAGCTCGGTCATATGATTTTGTGGAAAA

CACGCCCCTGGGTCACATGACCAGCGATAACA
TACAGGGGCAAGTCATGTGACATTTGTATGTG
GGGTGGTGTTGGTCATGTGACACACCATTAAA
ACAAGGGCCTGGTCATGTGATGCGTACTATGT
TTGAGAAATTATTCACGTGATCTTGATTAACC
TTTTTGATTTATTCACATGATTCACAGGTTTC

GTGTAAAGGCGGTCATATGACCAGCCTTCAGC
GTGTAAAGGCGGTCATATGACCAGCCATCAGC
GTGTAAAGGCGGTCATATGACCAGCCATCAGC
AGTAAAGGCGGGTCATATGACCTGCCTTCAAA
GGTATTGACGGGTCATATGACCTGCCTTCGGT
ACGGCAGGCGGGTCATATGACCTGCTCAATAC
ACGGCAGGCAGGTCATATGACCTGCTCAACAC
CGGGTAGGCGGGTCATATGACCTACTCAACCG
ACATAAGGCAGGTCATGTGACCCCTTTGCATG
TCACCCACCGGGTCATATGACCGATCTTTTCA
TCACATACTGGGTCATATGACCCGTCTTTTCA
CATCTTGGTTGATCATATGACCTTATCACACG
CGATTTGGTTGATCATATGACCTTATCATATA

TGTTGTTGTTATTCATATGATGAAAAAGTGAC

TAGTAATAATTTTCATATGAATGTATGTATGA

AAACTCTTGGAATCATATGACCACGGAAAATT
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CTGCTCGTTTAGTCATATGATTTTGAGAAAGG
AGTCCATATTGGTCATATGATTTTCACGAAGG
GGTCATATGCTGTCATATGATCTTCGTGAAAA
CCGTGCGCTCGGTCATATGATCTCGGTGGAAA
CACATCCTCGAGTCATATGATCTGCTATCCCT

cagactgaattgTCATATGAatacaccctgcc
tcattaatgtatTCATATGAatcattaaaaat
cactcttctctgTCATATGAcaacagattggg
ccgtcccaagtgTCATGTGAttctgatcecgte
taactgccggagTCATATGAtcaatacggeccc
gcccccttatggTCACGTGAggcgcttgegeg
ttcctgecgeccggTCATGTGAttcttacatgta
gtatctcgttgcTCACATGAtcctcttgtgag

Atp6v0d gene structure comparisons:

(Click on orthologs for genomic, mRNA and protein sequence informations)

Key: b
bps
Order Species Atp6v0d orthologs S'exon ||intron exon intron exon3' Extended CLEAR region Position ||from
TSS
Diptera . aagagttgaaaaTCATATGActtgtcgatcga 5'UTR 47
(Drosophilidae) Drosophila_melanogaster Dmel\Vha39-1 338 cacgeeectggg TCACATGAccagegataaca intronl 437
Diptera . caactgctatagTCATATGAcagtcgataaag 5'UTR? |[>-213
(Muscidae) Musca_domestica Mdom\Vha3d-1 357 tacaggggcaag TCATGTGAcatttgtatgtg intronl || >223
Diptera taccaat, T P ?
.. N gacagTCATGTGAtgacttatgaca 5'UTR? -33
- 292
( Tephritidae) Ceratitis_capitata CeapVhadd-1 ggetggtettgg TCATGTGAcacaccattaaa intronl || 425
Diptera actctgagagagTCATATGAcagtaagaatga S'UTR 39
Gl p. %l Glossina_morsitans Gmor\Vha39-1 213 acaagggectgg TCATGTGAtgcgtactatgt intronl 382
(Glossinidae) tagtaataatttTCATATGAatgtatgtatga intronl 419
. . . tttttgatttat TCACATGAttcacaggtttc 5 -617
Diptera Lutzomyia_longipalpis Llon\Ap6v0d e _ .l gaactct e COTATG iccacssaanat U 2
(Psychodidae) . ctcaactacggg TCATATGAcattttgataat 5 >-93
Phlebotomus_p apatast Ppap\Atp6vOd 3295 ttgagaaattat TCACGTGAtcttgattaacc intronl || >552
Diptera aaaactaggtag TCATATGA tgcegtttttgee 5'UTR 5
(Culicidae) Anopheles_gambiae A gAa %&g% 517 1037 gtgtaaaggcgg TCATATGAccagcecttcage intronl 799
E— gcaaaatgTCATGTGAaTCACGTGAtagtcace || intron2 2033
aaaactaggtagTCATATGAtgcgtttttgee 5'UTR? ||>-368
Anopheles_arabiensis Aara\Atp6v0d-1 500 1314 gtgtaaaggcgg TCATATGAccagecatcage intronl || >438
gcgaaatgTCATGTGAaTCACGTGAtaatcace || intron2 ||>1603
aaaactaggcagTCATATGAtgcgtttttgee S'UTR |[>-368
Anopheles_quadriannulatus Agan\Atp6v0d-1 511 1305 gtgtaaaggcgg TCATATG Accagecatcage intronl || >451
gcaaaatgTCATGTGAaTCACGTGAtaatcace || intron2 ||>1617
Lo aaaaataggtag TCATATGAtgcgtttttgee SUTR |[>-317
Anopheles_(:hrlszyl MM . _ o _ l agtaaaggeggg TCATATGAcctgocticasa intronl =
L . gcaaaattgtagTCATATGAtgcgtttttgce S'UTR ||>-326
Anophe les_eplroncus &IM—WM 2 _ ™ _ l getattgacggg TCATATG Acctgecticggt incon] gt
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.. . acacaattgtagTCATATGAtgcgttttaget S'UTR ||>-370
Anopheles_minimus Amin\Atp6v0d-1 _l acggcaggeggg TCATATGAcctgctcaatac intronl || >309
caaaaattgtagTCATATGAtgcgttttacct S5'UTR |[>-378
Anop helesjunesms Afu—MM _l acggcaggcagg TCATATGAcctgetcaacac intronl >304
. acaaaattgtag TCATATGAtacattttgcce S'UTR |[>-436
Anop heles—Step hensi ASL\AHM _. cgggtaggcggg TCATATGAcctactcaaccg intronl >372
. . 5'UTR?
Anop heles_dirus MM _ l acataaggcagg TCATGTGAcccctttgeatg intronl >293
Anopheles_nili || AniNA(p6vOd-1 _. | [ ]
. aagactgagtagTCATATGAtgcacattctge 5'UTR? ||>-254
Anop heles_albimanus MM _l tcacccaccggg TCATATGAccgatcttttca intronl >385
L. agtcaggggtagTCATATGAtgcgctttcage S'UTR? |[>-244
Anop heles—darlmg ! MM _l tcacatactggg TCATATGAcccgtcttttca intronl >450
. Aaeg\Atp6V0d tccgagtgegag TCATATGAcacttttcagag 5 -20
Aedes_aegypti AAELO11025% catcttggttgaTCATATGAccttatcacacg intronl || 409
.. . Qqui\Atp6V0d cccatgegegag TCATATGAcacttttcagag 5 >-154
Culex_pipiens_qui. CP1J009947 ND cgatttggttga TCATATG Accttatcatata intronl || >255
. Agam\Atp6v0d-2
e — ND
Anopheles_gambiae AGAPO13199
oo | duansors | 0 A | T 1
gt o] s 0 G ]| v 1
[ ot acransos: | 0 G | v 1
| om0 | v 1]
vttt somas: |0 R | v 1
e | oo |0 A | v 1
et spent | asemor: |0 A | v 1
e | aasnmor: |0 A | v 1
| Anophetesniti || AnidAtp6vod-2 ND [ ]
| Anopheles_albimanus ” Aalb\Atp6v0d-2 ND ” || |
| Anophetes_darlingi || AdanAtp6v0d-2 ND [ ]
Diptera . ttcgcattgttaTCACATGAattgtcaatgtt 5 >171
(Cecidomyiidae) Mayetlola_destructor Mpm tgttgttgttat TCATATGAtgaaaaagtgac intronl >310
Lepidoptera | Bombyx_mori ” Bmor\Atp6v0d tctatgttcacaTCATATG Atcaattttcttt ” 5 ||>-117|
| Manduca_sexta | | MSGX\Atp6V0d tctatgatcgcaTCATATGAtcaatgcaacte | | 5 | | >-126 |
| Danaus _plexippus || Dple\Atp6V0d tctatggagctaTCATATGAtcaatgatctac || 5'UTR || 5 |
| Heliconius_melpomene ” Hmel\Atp6v0d -.[“ tctatggagttaTC ATATG Atcaatgatctat ” 5 || >-97|
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ErTEETTS 0 @ B D RerTErrmean
| Strepsiptera ” Mengenilla_moldrzyki ” Mmol\Atp6v0d ND ” ” |
- T
Tribolium_castaneum %\égﬁ% TCACATGAttgtcactaaTCATATGAcaatttagttg | 5/5'UTR || -4/6
Coleoptera
tgcacatgacaaTCACATGA tctgccaaggat 5 -9
Dendroctonus_ponderosae Dpon\Atp6v0d spattgtcanaa TCATATG Acgetcgggcgag STFTR e
. . Amel\A|
Apls_melllfera Tu%pg% ctcacaagatagTCATATGAtcgacacgaaaa 5'UTR 20
| Apis_florea || Aflo\Atp6v0d ctcataagatagTCATATGAtcgacacgaaaa || 5 || >-84 |
| Bombus_terrestris || Bter\Atp6vOd ctegetagatgg TCATATGAtcgacacgaaaa || 5 || >-84 |
| Bombus_impatiens || Bimp\Atp6v0d ctegetagatgg TCATATGAtcgacacgaaaa || 5 || >-84 |
| Megachile_rotundata || Mrot\Atp6vOd cteactgtacgg TCATATG Atcgacacgaaaa || 5 || >92 |
| Acromyrmex_echinatior ” Aech\Atp6v0d atgacatgacag TCATATGAttttagaagagg ” 5 || >-81 |
| Atta_cephalotes || Acep\Atp6V0d gtgacatgacagTCATATGALtttagaagagg || 5' || >-81 |
Hymenoptera Solenopsis_invicta Sinv\Atp6v0d cggctagetcgg TCATATGALttttgtggaaaa 5 >-86
P P
| Camponotus_floridanus ” Cflo\Atp6vOd agtccatattgg TCATATGAttttcacgaagg ” 5' ||>-105|
| Harpegnathos_saltator ” Hsal\Atp6v0d cegtgcgctcgg TCATATGAtcteggtggaaa ” 52 ” >-95 |
| Pogonomyrmex_barbatus ” Pbar\Atp6v0d ctgctegtttag TCATATGAttttgagaaagg “ g “ >—84|
| Linepithema_humile ” Lhum\Atp6vOd gatcatatgctg TCATATGA tettcgtgaaaa ” 5' || >-81 |
Nasonia_vitripennis N%t\\ﬁ;g?lvﬂ gttagactttag TCATATG Atcgactcctgac 5'UTR? ||>-151
| Nasonia_giraulti || Ngir\Atp6vOd | gttagactttag TCATATGAtcgactcctgac || 5'UTR? ||>-151|
| Nasonia_longicornis ” Nlon\Atp6vOd | gttagactttag TCATATGAtcgactectgac ” 5'UTR? ||>-151|
. . Apis\Atp6vOd
] Acyrthosiphon_pisum ACYPIO03170 ND
Hemiptera ———
| Rhodnius _prolixus || EprO\Atp6V0d cagactgaattgTCATATGAatacaccctgec || 5 ||>-740|
. . Phum\Atp6v0d tcattaatgtat TCATATGAatcattaaaaat 5' >-228
Phthlraptera Pediculus_humanus PHUM410380 cactettctctgTCATATGAcaacagattggg 5' >-71
| Odonata || Ladona_fulva || Lful\Atp6v0d | cacatcctcgag TCATATGA tctgctatcect || 5' || >-95 |
| Crustacea ” Daphnia_pulex ” Dpul\Atp6v0d | ccgteccaagtgTCATGTGAttetgatecgte ” 5 ||>—108|
. . Isca\Atp6
Ixodida Ixodes_scapularis meﬂ% taactgccggag TCATATGAtcaatacggece 5'UTR 29
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| “ Homo_sapiens H ATP6VODI1 “ 100 |.| 27241 I.
| Cnidaria “ Nematostella_vectensis H v1g128006 “ |.| 2206 I.

| Placozoa | Trichoplax_adhaerens || TRIADDRAFT 37067 | |.| 27 ‘.

- D |:| | geeceettatgg TCACGTGAggcgcettgegeg || 5' I | -23 I
- |:| |:| | ttectgegecgg TCATGTGAttcttacatgta || 5 l | >-81 |
- |:| | atctcgttgc TCACATGAtectcttgtgagte || 5 ‘ | >-324 |
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