Gene Cluster ID Atp6vIB

Drosophila melanogaster gene Vha5s5 (CG17369)

FlyBase ID FBgn0005671

Predicted function ATPase, H+ transporting, lysosomal 56/58kDa, V1 subunit B

Protein size 490 amino acids

Cytogenetic map 3R:87C2-87C3

Gene sequence location 3R:8449484..8453551[-]

Dmel CLEAR sequence(s) TCATGTGA; TCACATGA; TCAGCTGA; TCATGTGA

CLEAR sequence location(s) 3R:8453499..8453506; 3R:8452843..8452850; 3R:8452492..8452499; 3R:8452403..8452410



http://flybase.org/reports/FBgn0005671.html
http://flybase.org/cgi-bin/gbrowse/dmel/?name=FBgn0005671

FlyBase VhaSS (CG17369) gene model & CLEAR element (red) positions:
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DmelY CGGGTCATGTGACGGC GCCGTCACATGACCGT ACAGTCAGCTGACATA ACTTTCATGTGAGCAT
Dsimy CGGGTCATGTGACGGC GCCGTCACATGACCGT ACAGTCAGCTGACATA ACTTTCATGTGAGCAT
Dsec’ CGGETCATGTGACGGC GCCGTCACATGACCGT ACAGTCAGCTGACATA ACTTTCATGTGAGCAT
Dyﬂk\ CGEETCATETGACGGC GCCGTCACATCGACCGET ACAGTCAGCTGACATA ACTTTCATGTGAGCAT
Dere' CAGGTCATCTCACGGC GCCGTCACATCACCET  AGAGTCAGCTGACACA ACTTTCATGTGAGCAT
Dhiay CGGGTCATGTGATGGC GCCGTCACATGACCGT ACAGTCAGCTGACACA CCTTTCATGTGAGCAG
Dsuzh CGEGTCATCTGATGGC GCCGTCACATGACCGT GGAGTCAGCTGACATA ACTTTCATGTGAGCAT
Dtak' CGGETCATGTGATGGC GCCGTCACATGACCGT ACAGTCAGCTGACATA ACTTTCATGTGAGCAC
Deuq\ CGEETCATETGACGGC GCCGTCACATCGACCGET ACAGTCAGCTGACATA ACTTTCATGTGAGCAT
Dele CGGEGTCATCTCACGGC GCCGTCACATCACCET  ACAGTCAGCTGACATA ACTTTCATGTGAGCAT
Drho' CGGGTCATGTGACGGC GCCGTCACATGACCGT ACAGTCAGCTGACACA ACTTTCATGTGAGCAT
pfich AGGGTCATCTGACGGC GCCGTCACATGACCGT TCAGTCAGCTGACATA ACTTTCATGTGAGCAT
Dkik' GGAGTCATGTGACGGC GCCGTCACATGACCGT GCAGTCAGCTGACATA GCTTTCATGTGAGCGT
Dbip\ TETETCATETGACGGC ATCGTCACATCGACCGEC AGAGTCAGCTGACATA ACTTTCATGTGAGCGT
pana' TETGTCATCTCACGGC ATCGTCACATCACCEC AGAGTCAGCTGACATA ACTTTCATGTGAGCGT
Dpse' AGAGTCATGTGATGGC GCCGTCACATGACTAC GCAGTCAGCTGACATA GGGTTCATGTGAGCAG
Dper' AGAGTCATGTGATGGC GCCGTCACATGACTAC GCAGTCAGCTGACATA GGGTTCATGTGAGCAG
Dmir' AGAGTCATGTGATGGC GCCGTCACATGACTAG GCAGTCAGCTGACATA GGGTTCATGTGAGCAG
Dwily ACGGTCATOTCATGGC ACTGTCACATCACTTT ATAGTCAGCTGACATA TGTTTCATCTGAGCGS
Dalby AAAGTCATCTCATGGC ACTGTCACATCACTTG TCAGTCAGCTGACTTC GCTTTCATGTGAGCAR
Dmojy  AAAGTCATGTGACGGC ATTGTCACATGACTCG CCTGTCAGCTGACTAT GCATTCATGTGAAGAG
Dviry AAAGTCATCTGACGGC GCTGTCACATGACTCG CCAGTCAGCTGACTAC GCATTCATGTGAGCAG
Dgri\ ARMGTCATETGACGEC GTTGTCACATGACTCE CCAGTCAGCTGACTAT GTGTGCATGTGAGCAR
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Atp6v1B gene structure comparison:

bps
. Atp6v1B , . . , . .
Species S'exon intron|[exon||intron|| exon3 Extended CLEAR region Position || from
orthologs
TSS
acgegtgacggg TCATGTGAcggcacgtgacg || S'UTR 45
. aaattttcgccg TCACATGAccgttegetget intron] 701

Drosop hlla—melanog aster Dmel\Vha55 1221 ccagttggacagTCAGCTGA cataatttagcc intronl 1052

agattccgacttTCATGTGAgcattgcgegac intronl 1141
acgegtggeggeTCATGTGAcggcacgtgacg || S'UTR?
. . . aaattttcgccgTCACATGAccgttegetget intronl
Drosop hila_simulans Dsim\GD20555 1224 ccagttggacagTCAGCTGAcataatttacce intronl
agattccgacttTCATGTGAgcattgcgegac intronl
acgegtggcggg TCATGTGAcggcacgtgacg || S'UTR?
. . aaattttcgccg TCACATGAccgttegetget intron]
Drosop hila_sechellia Dsec\GM25995 1243 ccagttggacagTCAGCTGAcataatttacce intronl
agattccgacttTCATGTGAgcattgcgegac intronl
acgegtggeggeTCATGTGAcggcacgtgacg || S'UTR?
. aaattttcgccgTCACATGAccgttegetget intronl
Drosop hlla—y akuba Dy ak\GE24501 1346 ccagttagacagTCAGCTGAcataatttaccc intronl
agattccgacttTCATGTGAgcattgcgegac intronl
acgegtgtcaggTCATGTGAcggeacgtgacg || 5'UTR?
. aaattttcgccg TCACATGAccgttegetget intron]
Drosop hila_erecta Dere\GG17111 1320 ccagttggagag TCAGCTGAccacaatttaccc intronl
agattccgacttTCATGTGAgcattgcgegac intronl
acgeetggeggg TCATGTGAtggeacgtgacg || S'UTR?
. . . . aaattttcgccgTCACATGAccgttegetget intronl
Drosophila_biarmipes Dbia\Vha55 1561 ccagttggacagTCAGCTGAcacaattaccct intronl
agattccccctt TCATGTGAgcagtgegegac intronl
acgectggeggg TCATGTGAtggeacgtgacg || 5'UTR?
. .. aaattttcgccgTCACATGAccgttggetget intron]
Drosop hila_suzukii Dsuz\Vha55 1525 aaccagttggagTCAGCTGA cataatttaccc intronl
agattcctactt TCATGTGAgcattgegegac intronl
aacgectggeggg TCATGTGAtggeacgtgac || 5'UTR?
. . aaattttcgccgTCACATGAccgttegetget intronl
Drosop hila_takahashii Dtak\Vhas5 1613 ccagttagacagTCAGCTGAcataatttaccc intronl
agattectacttTCATGTGAgcactgegegac intronl
acgectgacggg TCATGTGAcggeacgtgacg || 5'UTR?
. .- aaattttcgccgTCACATGAccgttegetget intron]
Drosop hlla—eug racilis Deu g\Vh—aSS 1515 ccagttggacagTCAGCTGA cataatttagcc intronl
agattcccacttTCATGTGAgcattgecgegac intronl
gegeetggeggeTCATGTGAcggeacgtgacg || S'UTR?
. aaattttcgccgTCACATGAccgttegetget intronl
Drosop hila_e leg ans Dele\Vha55 1645 ccagttagacagTCAGCTGAcataatttttcc intronl
agattcttactt TCATGTGAgcattgcgcgac intronl
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Drosophila_rhopaloa Drho\Vha55
Drosophila_ficusphila Dfic\Vha55
Drosophila_kikkawai Dkik\Vha55
Drosophila_bipectinata Dbip\Vha55
Drosophila_ananassae || Dana\GF23001
Drosophila_pseudoobscura||Dpse\GA 14484
Drosophila_persimilis Dper\GL.13570
Drosophila_miranda Dmir\Vha55
Drosophila_willistoni Dwil\GK 13566
Drosophila_albomicans Dalb\Vha55
Drosophila_mojavensis || Dmoj\GI24752
Drosophila_virilis Dvir\GJ14577

847

gegectgacggeg TCATGTGAcggceacgtgacg
aaattttcgccgTCACATGAccgttegetget
ccagttggacagTCAGCTGAcacaatttaccc
agattctaactt TCATGTGAgcattgcgegac

5'UTR?
intron1
intron1
intronl

gegeetcaaggg TCATGTGAcggcacgtgacg
aaattttcgccgTCACATGA ccgttegeaget
ccagttggtcagTCAGCTGAcataatttacca
agattcctactt TCATGTGAgcattgcgagac

5'UTR?
intron]
intronl
intron1

acgeetggggagTCATGTGAcggceacgtgacg
aaattttcgccg TCACATGAccgttcgetcag
ccagttgggcagTCAGCTGAccataatttaccg
aaattctcgctt TCATGTGAgcgttgegegac

5'UTR?
intron1
intronl
intronl

ctgtegectgtg TCATGTGAcggcacgtgacg
aaattttcatcgTCACATGAccgctagtctet

cgagtcggagagTCAGCTGAcatacttctcce
agcttcttacttTCATGTGAgcegttgegegac

5'UTR?
intronl
intronl
intron1

ctgtegeetgtgTCATGTGAcggeacgtgacg
aaattttcatcg TCACATGAccgctactctct

caagtcggagagTCAGCTGAcataatttgcce
aacttcttactt TCATGTGAgcgttgegegac

5'UTR?
intron1
intronl
intronl

acaaccctagagTCATGTGAtggcacgtgacg
aaattttcgccgTCACATGActaccatagatc

ccagttgggcagTCAGCTGAcataagttccce

tetccaaggggt TCATGTGAgcaggeggecta

5'UTR
intronl
intronl
intron1

649
960
1043

acaaccctagagTCATGTGAtggcacgtgacg
aaattttcgccgTCACATGActaccatagatc

ccagttgggcagTCAGCTGAccataagttcece

tetccaaggggt TCATGTGAgcaggeggcecta

5'UTR?
intron1
intronl
intronl

acaaccctagagTCATGTGAtggcacgtgacg
aaattttcgccgTCACATGActagcatagatc

ccagttgggcagTCAGCTGAc cataagttccce

tetccaaggggt TCATGTGAgcaggeggecta

5'UTR?
intronl
intronl
intron1

gcaaccctacgg TCATGTGAtggcacgtgacg
aaattttcactgTCACATGActtttgtgttgt
getegtggatagTCAGCTGA cataatttacec
actggttgtettTCATGTGAgcggtagaatce

5'UTR?
intron1
intron1
intronl

tcacacgcaaagTCATGTGAtggcacgtgacg
aaattttcactgTCACATGActtgatcgetga
ttegttcgtcagTCAGCTGACcttegttgagtt
tggtgtttgcttTCATGTGAgcaacgcettgta

5'UTR?
intron]
intronl
intronl

tcacacgtaaagTCATGTGAcggcacgtgacg
aaattttcattgTCACATGActcgatcatcaa
ccagtttgectgTCAGCTGActatttaaccce
ccacttgtgcat TCATGTGAagagcgctattt

5'UTR?
intron1
intron1
intronl

tcacacgcaaagTCATGTGAcggcacgtgacg
aatttttcgctgTCACATGActcgatcgeega
geagtttgccagTCAGCTGActacttaaccce
geegetttgcat TCATGTGAgcagcgttattg

5'UTR?
intron]
intronl
intronl
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5'UTR?
teacacgeaaagTCATGTGAcggeacgtgacg | . - o

Drosophila_grimshawi || Dgrd\GH18893 73|| 82 |[1262 =6 (|138 auattiestgTeACATO Actegareeetea || iy pop)
ctggtttgccagTCAGCTGActatttaaccct fixaral]
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