Gene Cluster ID Atp6v0a

|Drosophila melanogaster gene |Vha100-2 (CG18617)
|FlyBase ID [FBgn0028670
|Predicted function |ATPase, H+ transporting, lysosomal V0 subunit a
|Protein size |834 amino acids
|Cytogenetic map [91A5-91A5
|Gene sequence location |3R: 14216039..14224876[-]
|Dmel CLEAR sequence |TCATGTGA
|CLEAR sequence location |3R:14224185..14224192
|Drosophila Atp6v0a paralogs ||Vha100-1 (CG1709); Vha100-3 (CG30329); Vhal00-4 (CG7678); Yhal00-5 (CG12602)
FlyBase Vhal00-2 (CG18617) gene model & CLEAR element (red) position:
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Dmeld GGGGGGGTTCTATCATGTGATCTTTTTCTCGG
Dsim\ GGGGGGCTACTATCATGTGATCTTTTTCTCGG
Dsec) GGGGGGCTACTATCATGTCGATCTTTITCTCGG
Dyak\ ATATGGGGGCCATCATGTGATCTTAGGGGTCT
Dere\ ATATGGGGGCCATCATGTGATCTTAGGGGTCT
Dbia'\ ATGGCCGGGCTATCATGTGATCTGCGGGTTTC
Dsuz\ TATGGGAGGCTATCATGTGATCTTCGGGTCTC %)
Dtak' TGGGGGGGGCTATCATGTGATCTTCGGCTTTG
Deugh CATATGGGGCTATCATGTGATCTTCGGGTTTC EP
Dele\ ATGTGGGGGCTATCATGTGATCTTTGCGATTC c T? T
DrhoY ATGTGGGGGCTATCATGTGATCTTCGCTTTTT = LR AL STHRI ,,E*,-;‘ﬁ;f-_-i
Dfich CATATGGGGCTATCATGTGATCTTCCTCGGGE o TTTTTTTTT i
Dkik' ATAATACGGGTATCATGTGATCTCCGGGGCTT
Dbiph AATCATCAGGTATCATGTGATCTTTTCGAGCG
Dana' TGAGGTACAATATCATGTGATATTTTCGAGGC
Dpse’ TGCAATCGCGTATCATGTGATCTGCTGTCGTT
Dperh TGCAATCGCGTATCATGTGATCTGCTGTCGTT
Dwill TTTATGCAACCGTCATGTGATCTTTTGCTGGE
Dmojh\ GCAATCTCCATATCATGTGACCTGCACTTTTC
Dvirh CAATCCCCCATATCATGTGACCTGCACTTTTC
Dgril\ GCAACTCGCACATCATGTGATCTGCTCTTCTT
Vhal00-2 (CG18617) gene structure comparison in Drosophila species:
Key: UTR'region, EDSegion
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Vhal00-2
Species Atp6v0a S'exon||intron|| exon ||intron||exon ||intron||exon |intron|[exon ||intron|| exon3' Extended CLEAR region ||Position flr)grsn
orthologs TSS
Drosophila_melanogaster W 5582 66 . 60 . 62 . 71 gegegeettctaTCATGTGAtctttttctegg || intronl || 685
Drosophila_simulans Dsim\GD20170 |- 66 |-| 59 - 62 - ggeggectactaTCATGTGA etttttctegg || intron1?
Drosophila_sechellia Dsec\GM 18705 |- 66 |-| 60 - 62 - gggggactactaTCATGTGA etttttctegg || intronl?
Drosophila_yakuba Dyak\GE25199 |- 66 |-| 60 - 62 - 57 | atatggggeccaTCATGTGAtcttaggggtet || intron1?
Drosophila_erecta Dere\Vhal00-2 | - 66 - - 58 atatgggggccaTCATGTGAtcttaggggtet || intronl?
Drosophila_biarmipes Dbia\Vhal00-2 |- 67 - - 59 atggecggectaTCATGTGAtetgegggttte || intron?
Droxophila_suzuki i Dsuz\Vhal00-2 |- 67 - - 59 tatgggaggctaTCATGTGAtcttcgggtete || intronl?
Drosophila_takahashii Dtak\Vhal00-2 |- 65 - 472 - 58 tgggeggeectaTCATGTGA ctteggctttg || intron1?
Drosophila_eugracilis mg\\;ha& ‘. 68 - 56 catatggggctaTCATGTGA tetteggetttc || intronl?
Drosophila_elegans Dele\Vhal00-2 |- -IT’- 58 atgtggggectaTCATGTGA ctttgegatte || intronl?
Drosophila_rhopaloa Drho\VhalO()-2|- - 71 - 58 atgtggggectaTCATGTGAtettegettttt || intronl?
Drosophila_ficusphila Dfic\Vhal00-2 |- - - 57 catatggggctaTCATGTGA tcttectegggg || intron1?
Drosophila_kikkawai Dkik\Vhal00-2 |- 59 - - 58 ataatacgggtaTCATGTGAtctecggggett || intronl?
Drosophila_bipectinata || Dbip\Vha100-2 |- 62 - - 61 aatcatcaggtaTCATGTGAtcttttcgageg || intronl?
Drosophila_ananassae || Dana\GF18112 |- 60 - 61 tgaggtacaataTCATGTGAtattttcgagge || intron1?
Drosophila_pseudoobscura||Dpse\GA 15015 |- 67 65 tgcaatcgegtaTCATGTGAtctgetgtegtt || intron1?
Drosophila_persimilis Dper\GL.23189 |- 67 - - 65 TCATGTGAtctg intron1?
Drosophila_miranda Dmir\Vhal00-2 |- - -
Drosophila_willistoni Dwil\GK 11490 |- 68 - - 61 | tttatgcaaccg TCATGTGAtettttgetggg || intronl?
Drosophila_albomicans || Dalb\Vhal00-2 |- |-| - -
Drosophila_mojavensis || Dmoj\GI24258 |- 60 |-| 58 - 67 - 62 geaatctccataTCATGTGAcctgcactttte || intronl?
Drosophila_virilis Dvin\GJ10832 | |.. 69 |-| 64 - 65 - 60 .. caatcceccataTCATGTGAcctgeactttte || intronl?
| Drosophila_grimshawi || Dgri\GH19224 |-| |..| 85 |-| 70 |-| 74 |-| 67 |..|:| geaactcgcacaTCATGTGAtctgetcttett || intronl? || |
Vhal00-1 (CG1709) gene structure comparison in Drosophila species:
Key: _,_- alternatively spliced exons
Vhal00-1
Species Atp6vOa S'exon ||intron|| exon ||intron|(exon |intron ||exon ||intron||exon ||intron ||exon ||intron||exon |intron||exon ||intron ||exon ||intron|{exon ||intron exon intron |[exon||intron|| exon3'
orthologs
Drosophila_melanogaster || Dmel\Vhal00-1 . 414 I. 300 . 73 . (323) . 431 . 595 . 450 . 86 . 64
Drosophila_simulans Dsim\GD21418 . 413 I. 304 . 73 . (sg) . 436 . 591 . 443 . 86 . 63
Drosophila_sechellia Dsec\GM 12768* . ‘I. 305 . 73 . (323) . 446 . 591 . 427 . 86 . 63
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Drosophila_yakuba Dyak\GE23836 ‘. ‘I. 299 ‘.‘ 68 ‘. (32;) . 472 . 640 ‘. 436 . 85 . 59
Drosophila_erecta Dere\GG11646 ‘- ’I. 329 ’.‘ 73 ‘. (sg) . 419 . 650 ’. 454 . 100 ’. 64
Drosophila_biarmipes || Dbia\Vha100-1 ‘. ‘I. m ‘.‘ 67 ‘. (ggg) . a7 . 707 ‘. 400 . 301 ‘. s
Drosophila_suzukii Dsuz\Vhal00-1 . ‘I. 326 ‘.‘ 98 ‘. (zgg) . 419 . 655 ‘. 384 . 363 ‘. 55
Drosophila_takahashii Dtak\Vhal00-1 . ‘I. 289 ‘.‘ 157 ‘. (gig) . 411 . 547 ‘. 406 . 135 ‘. 59
Drosophila_eugracilis Deug\Vhal00-1 ‘. ‘I. 332 ‘.‘ 111 ‘. (:}é) . 397 . 549 ‘. 432 . 122 ‘. 58
Drosophila_elegans Dele\Vhal00-1 ‘- ’I. 390 ’.‘ 173 ‘. (ng) . 431 . 734 ’. 437 . 325 ’. 53
Drosophila_rhopaloa Drho\Vhal00-1 ‘. ‘I. 310 ‘.‘ 119 ‘. (2(7)2) . 401 . 708 ‘. 412 . 31 ‘. 59
Drosophila_ficusphila Dfic\Vha100-1 . ‘I. 421 ‘.‘ 99 ‘. (322) . 419 . 595 ‘. 434 . 246 ‘. 63
Drosophila_kikkawai Dkik\Vha100-1 . ‘I. 161 ‘.‘ 96 ‘. (gz:) . 411 . 1086 ‘. 437 . 59 ‘. 60
Drosophila_bipectinata || Dbip\Vhal00-1 ‘. ‘I. 64 ‘.‘ 71 ‘. (3;; . 394 . 450 ‘. 427 . 59 ‘. 61
Drosophila_ananassae Dana\GF23290 ‘- ’I. 55 ’.‘ 57 ‘. (;22) . 405 . 458 ’. 401 . 58 ’. 62
Drosophila_pseudoobscura||Dpse\GA 14320* . ‘I. 62 ‘.‘ 69 ‘. (ng) . 871 . 471 ‘. 502 . 63 ‘. 59
Drosophila_persimilis Dper\GL23912 . ‘I. 62 ‘.‘ 69 ‘. (?Z) . 949 . 475 ‘. 490 . 63 ‘. 58
Drosophila_willistoni Dwil\GK 11891 . ‘I. 9 ‘.‘ 81 ‘. (;Z; . 1052 . 425 ‘. 440 . 67 ‘. 70
Drosophila_mojavensis || Dmoj\GI22777 ‘. ‘I. 65 ‘.‘ 70 ‘. (338) . 628 . 439 ‘. 343 . 63 ‘. 62
Drosophila_virilis Dvir\GJ22780 ‘. ‘I. 56 ‘.‘ 61 ‘. (222) . 626 . 456 ‘. 289 . 62 ‘. 54
Drosophila_grimshawi || Dgrd\GH17453 ‘. ‘I. 66 ‘.‘ 329 ‘. (ﬁg) . 676 . a3 ‘. 317 . 75 ‘. 73
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Vhal00-3 (CG30329) gene structure comparison in Drosophila species:

. Vhal00-3 Atp6vOa , . exon3'
Species S'exon ||intron
orthologs

| Drosophila_melanogaster | Dmel\Vhal00-3
Drosophila_sechellia Dsec\GM 19860
Drosophila_yakuba Dyak\GE13869
Drosophila_erecta Dere\GG20932
Drosophila_biarmipes Dbia\Vhal00-3
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| Drosophila_suzukii || Dsuz\Vhal00-3
| Drosophila_akahashii ||~ Dtak\Vha100-3
| Drosophila_eugracilis ” Deug\Vhal00-3
Drosophila_elegans | Dele\Vhal00-3
Drosophila_rhopaloa Drho\Vhal00-3
Drosophila_ficusphila Dfic\Vhal00-3
Drosophila_kikkawai l Dkik\Vha100-3

| Drosophila_bipectinata ” Dbip\Vha100-3
| Drosophila_ananassae | Dana\GF13738
Drosophila_pseudoobscura | Dpse\GA 15764
Drosophila_persimilis Dper\GL 10577
Drosophila_willistoni Dwil\GK20688
Drosophila_mojavensis l Dmoj\GI20149

| Drosophila_viritis || DvinGJ22427
| Drosophila_grimshawi ” Dgri\GH19727

Vhal00-4 (CG7678) gene structure comparison:
Vhal00-4

Species Atp6v0a exon ||intron|[exon||intron||exon ||intron ||exon||intron|| exon3'
orthologs

Drosophila_melanogaster l Dmel\Vhal00-4 |.- 119
| Drosophila_simulans ” Dsim\GD20171 |.-| 127
| Drosophila_sechellia | Dsec\Vhal00-4 |.-| 127
Drosophila_yakuba Dyak\GE25200 |.-| 111
Drosophila_erecta Dere\GG16473* |. -| ND
Drosophila_biarmipes Dbia\Vhal00-4 |.-| 121
| Drosophila_suzukii ” Dsuz\Vhal00-4 |.-| 117
[ Drosophila_takahashii || Diak\Vha100-4 ||| [14][ 1461
Drosophila_eugracilis | Deug\Vhal00-4 |.-| 132
Drosophila_elegans Dele\Vhal00-4 |.-| 97
Drosophila_rhopaloa Drho\Vhal00-4 |.-| 396
Drosophila_ficusphila Dfic\Vhal00-4 |.-| 101 -.
[ Drosophila_kikkawai [ Dkik\ha10o-4 [ ][iS8][ » [ i822 [ o [[235)] s |[2e6l[
| Drosophila_bipectinata ” Dbip\Vhal00-4 |.-| 66 |_--.
Drosophila_ananassae | Dana\GF18113 |.-| 66 _ 50 |- 62 -.
62 59 -.

Drosophila_pseudoobscura|| Dpse\GA20518 |.-|
Drosophila_persimilis Dpen\GL.24346 |.-| 62

[ w2 » Bl
Dminvhal00-4 [T][i53] « |82 » sl

Drosophila_miranda
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Vhal00-5 (CG12602) gene structure comparison in Drosophila species:
Key: UTR region. CDS region
Vhal00-5 5

Species Atp6v0a intron|| exon ||intron|{exon||intron|lexon3'

exon
orthologs
I

| Drosophila_melanogaster ” Dmel\Vhal00-5 I-
| Drosophila_simulans |Dsim\GD2378_7*’-| 63
Drosophila_sechellia Dsec\GM19181 |-
Drosophila_yakuba Dyak\GE18538 |-
Drosophila_erecta Dere\GG23732 I-
Drosophila_biarmipes l Dbia\Vhal00-5 I-
| Drosophila_suzukii ” Dsuz\Vhal00-5 I-l
[ Drosophila_takahashii || Dtak\Vha100-5 [ |
Drosophila_eugracilis Deug\Vhal00-5 |-
Drosophila_elegans Dele\Vhal00-5 |-
Drosophila_rhopaloa Drho\Vhal00-5 I-
[ Drosophila_ficusphila || Dfic\Vha100-5 |[7 ]|
[ Drosophila_kikkawai || Dkik\Vha100-5 [T
| Drosophila_bipectinata | Dbip\Vhal00-5 I-l
Drosophila_ananassae Dana\GF14569 |-
Drosophila_pseudoobscura|| Dpse\GA11714 |-
Drosophila_persimilis Dper\GL19314 I-
| Drosophila_miranda ” Dmir\Vhal00-5 I-l
[ Drosophila_willistoni || Dwil\GK24362* [T
| Drosophila_mojavensis | Dmoj\GI18075 I-l
Drosophila_virilis DvinGI16665 |||
Drosophila_grimshawi || DerGH11370 [T

[ Drosophila_wiltistoni || DwilGK 11491 || [i|
| Drosophila_mojavensis ” Dmoj\GI24259 I.-l
[ Drosophila_viritis [ DvinGJ10833 |[][159)]
[ Drosophila_grimshawi || Deri\GH19225 [[7|[159]]
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