Gene Cluster ID Atp6apl

|Drosophila melanogaster gene

[VhaAC45 (CG8029)

|FlyBase ID

|EBgn0262515

|

|Predicted function

HATPase, H+ transporting, lysosomal accessory protein 1
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Atp6apl CLEAR element conservation:

5'/5'UTR
AGCTGGTGCGCATCACATGACCGTCATAAGGT
ATCGCTCTGTCATCACATGACTGATTCAAGAT

AATTCGAATATATCACATGACTGTCATGAGCA
TATTTTTTCTAATCACATGACAGTCATACGCG
GATTCATCGCAATCACATGACAAACATCGAAA
AAAAACATCGAATCATATGACACAGAGAAATC

5'/5'UTR

intronl

exon2

GTTCGTAAACA-GTCAGGTGACAAAAAAAGTG
GTTCGTAAACA-GTCAGGTGACAAAAAAAGTG
GTTCGTAAACA-GTCAGGTGACAAAAAAAAGT
GTTCGTAAACA-GTCAGGTGATAGAAAAAAAC
GTTCGTAAACA-GTCAGGTGACAGAGAAAGGG
TTTCGTAAACA-GTCAGGTGATAGCTAGAGCG
TTTCGTAAACA-GTCAGGTGATAGCCCACATT
TTTCGTAAACA-GTCAGGTGATTAGCAAAAGC
TTTCGTAAACAAGTCAGGTGATAGGAAGAAAA
CTGCTGACCGTGGTCAGGTGATTCGTCTCGCG

AATCGAATCGTATCACGTGAAGGAAGCAAGTG
ATCGTCATTGCGTCAGCTGAGTCAGTCACGAG

gcattgtcaaaaTCACTTGActtttgggcccce

5'/5'UTR

GATGACTTTGCGTCACATGATGCGCTCATCGA
GATGACTTTGCGTCACATGATGCTCTCATCGA
GATGACTTTGCGTCACATGATGCTCTCATCGA
GGTGACTTTGCGTCACATGATGCGCTCATCGA
GATGACTTTGCGTCACATGACGCCTTGATCGA
GGTGATTTTGCGTCACATGACGCCATCATCGA
GGTGATTTTGCATCACATGACGCCATCATCGA
GGTGATTTCGCGTCACATGATGCCGTCATCGA
GGTGACTTTGCATCACATGACACCCTCATCGG

TTGCTGCAAGTTTCACATGACGACGTGCTCGA GGTGACTTTGCGTCACATGATGCGCTCATCGA

GGCGGGACGAGGTCATGTGATGTGCTTTACGT
GGAGTGAGTGGGTCATGTGATGTTTGTTTTTC

CGTCAATCGTAATCATATGATCACTTTTCACATGACCGATGGTCACT
CGTCAATCGTAATCATATGATCACTTTTCACATGACCGATGGTCACT
GCGTCAAAGTAATCATATGATCACTTTTCACATGACCAATGGTTCTT
GCGTCAAAGTAATCATATGATCATTTTTCACATGACCGATGGTTAGT
CAAGCGTCAAAATCATATGATCATTTTTCACATGACCCCTGTCAAAT

5'/5'UTR

intronl

tactcccaaaatTCACGTGAtcttgtaaaagt

5'/5'UTR

gggcatctgaagTCATATGActtggtttcagg

GAAACAATGTTATCACGTGACGTTTGTCATATGATTCTAGTCTAGG
GAAACAATGTTATCACGTGACGTTTGTCATATGATTCTAGTCTAGG
GAAACAAAGTTATCACGTGACGTCTGTCATATGATTCTAGCCTAGT
GAAACAAAGTTATCACGTGACGTCTGTCATATGATTCTAGCCTAGT

GGCGATTACGCATCACATGACGCTCTGATCGA
GGCGATTACGCATCACATGATGCCCTGATCGA
AATGATTTTGCGTCACATGATGCGCTTATCGA
GACGACTTTGCGTCACATGACGCTTTGATCGA



http://flybase.org/reports/FBgn0262515.html

Mrot\
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GAAAGGAAGTTGTCACGTGACGTCTGTCATATGATTCTAGTCAGGT
GAAATGTACCAATCACGTGATATATATCATATGATCGCGAGAAGAT
GAAGTGCATCGGCCACGTGACATGTGTCATATGATCGCGGGCAGTC
GAAATGCATCGACCATGTGACTCACATCATATGATCACGAGGTGGT
GAAGTGCATCGGCCACGTGATGCGAATCAGCGTCACGAGGTAATAG
GAAGTGCATCGGTCACGTGATGCGAATCGGCGTCACGAGGTAACAG
GAAGTGTATCGGCCACGTGACACACGAGTCGGCGTCACGACTGTCA
GAAATCAGCCCGCCACGTGATACGAGACGTCACACGATCACGAGGG

5'/5'UTR

ttcctttgaacaTCATGTGAcaatttacttcet
cgattgtactgaTCACATGAttgcatgtgatg
gcaccgtctgtgTCATGTGAtgaaaatttctg

Atp6apl gene structure comparisons:
(Click on orthologs for genomic, mRNA and protein sequence informations)

Key: L
bps
. Atp6apl . . . . ) . . p
Order Species orthologs S'exon ||intron ||exon || intron || exon || intron exon3 Extended CLEAR region Position || from
& TSS
Diptera . ,
(Drosophilidac) Drosophila_melanogaster ||Dmel\VhaAC45 agetggtgcgcaTCACATGAccgtcataaggt 5 -4
Diptera . atcgctetgtcaTCACATGActgattcaagat 5' >-230
(Muscidae) Musca_domestica MP@P_I actgattcaagaTCATATGAatacgaagaaat 5' >-211
Diptera . .
( Tephritidae) Ceratitis_capitata Ceap\Atpbapl aattcgaatataTCACATGActgtcatgagea 5 >-187
Diptera :
(Glossinidae) Glossina_morsitans Gmor\Atp6apl tattttttctaaTCACATGAcagtcatacgeg 5 -57
U WY P \II-_I[II e r——— N
(Psychodidae) | Phlebotomus_papatasi || Ppap\Atp6apl 5 5 aaaaacatcgaaTCATATGAcacagagaaatc | | 5 | | -59 |
Diptera . Agam\Atpbapl gttcgtaaacagTCAGGTGAcaaaaaaagtge 5'UTR 16
(Culicidae) Anopheles_gambiae AGAP003879 gatgactttgcg TCACATGAtgcgctcatcga exon2 626
. . gttcgtaaacagTCAGGTGAcaaaaaaaagtg 5' >-96
Anopheles_arabiensis Aara\Atpbapl gatgactttgcg TCACATGAtgctctcatcga exon2 || >509
. gttcgtaaacagTCAGGTGAcaaaaaaagtgce 5' >91
Anop heles —quad”annulatus AqL\Atp@p—l gatgactttgcgTCACATGAtgctctcatcga exon2 >509
Lo gttcgtaaacagTCAGGTGAtagaaaaaaacg 5' >-96
Anopheles_christyi Achr\Atp6apl gatgactttgcg TCACATGAtgegcteatcga exon2 || >527
o . gttcgtaaacagTCAGGTGAcagagaaaggge 5' >-95
Anopheles_epiroticus Aepi\Atpbapl gatgactttgcg TCACATGAcgcecttgatcga exon2 || >556
Anopheles_minimus Amin\Atp6apl tacgtaccagtt TCATATGALtttgtattttt 5 >-524
tttcgtaaacagTCAGGTGAtagctagagega 5' >-91
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ggtgattttgcgTCACATGA cgcecatcatcga ” exon2 ” >517 |

tttcgtaaacagTCAGGTGAttagcaaaageg 5' >-90

Anop heles-ﬁ'{ nestus Afu—Mpr—l ggtgatttcgcgTCACATGAtgcecgtcatega exon2 >519

. tttcgtaaacagTCAGGTGAtagcccacattc 5' -42

Anop heles_step hensi ASL\Atpﬁlp_l ggtgattttgcaTCACATGAcgccatcatcga exon2 586

. . ttcgtaaacaagTCAGGTGAtaggaagaaaaa 5' >91

Anop heles_dirus Mp@p—l ggtgactttgcaTCACATGAcaccctcatcgg exon2 >536

tgetgaccgtgg TCAGGTGALttcgtctegega 5' >-94

Anopheles_nili Anil\Atp6apl ttgctgcaagtt TCACATGAcgacgtgctcga intronl || >145
ggtgactttgcgTCACATGAtgegcetcatcga exon2 >524
| Anopheles_albimanus || Aalb\Atp@p_l ggcgattacgcaTCACATGAcgctctgatcga || exon2 “ >518 |
| Anopheles_darlingi || Adar\Atp6apl ggcgattacgcaTCACATGAtgecctgatega || exon2 || >517 |

aatcgaatcgtaTCACGTGAaggaagcaagtg 5'UTR 135

Aedes_aegypti %ﬁ;ﬁg%?-l ggcgggacgagg TCATGTGAtgtgctttacgt intron1 335

_—— aatgattttgcg TCACATGAtgcgcttatcga exon2 1054

atcgtcattgcgTCAGCTGAgtcagtcacgag 5' >-130

Culex_pipiens_qui. Cpip\Atpbapl ggagtgagtgeg TCATGTGAtgtttgtttttc intronl || >144
gacgactttgcgTCACATGAcgctttgatcga exon2 >516

Diptera Mayetiola_destruct Mdes\Atp6apl ttgtcaaaaTCACTTGActutt 5 110

. .. r { -
(CCCI domyu dae) ayetiola_destructo €S RoOapl gcattgtcaaaa’ cttttgggeeee >

| Bombyx_mori || Bmor\Atp6apl cgtcaategtaaTCATATG Atcacttt TCACATGAccgatggtcact || SUTR? || -15 |
| Manduca_sexta “ Msex\Atpbapl gcgtcaaagtaaTCATATGAtcatttt TCACATGAccgatggttagt || 5 || 24 |
Lepidoptera | Danaus_plexippus || Dple\Atpbapl _.I:I cgtcaatcgtaaTCATATG Atcacttt TCACATGAccgatggtcact 5' ||>—101|
| Heliconius_melpomene “ Hmel\Atp6apl _ _.I:” gcgtcaaagtaaTCATATGAtcacttt TCACATGAccaatggttctt ” 5 “>-109|
| Plutella_xylostella ” PxylNAtpbapl ‘._| ND |-| 610 |- _.I:I caagcgtcaaaaTCATATGAtcatttt TCACATGAcccctgtcaaat 5' ||>-111|

- Tcas\Atpbapl tactcccaaaat TCACGTGA cttgtaaaagt 5 36

Coleoptera Tribolium_castaneum LOC663029 +156 3 gggcatctgaagTCATATGActtggtttcagg intronl 323

Hymenoptera . . Amel\A 1
y P Apis_mellifera #162;2—@— 80 gaaacaatgttaTCACGTGAcgtttgTCATATGAttctagtctagg || 5'UTR || 40/54
| Apis_florea || Aflo\Atpbapl _ 74 gaaacaatgttaTCACGTGAcgtttg TCATATGAttctagtctagg || 5' || >-89 |
, Bter\Atp6apl .

Bombus_terrestris —L OC100646562 87 gaaacaaagttaTCACGTGAcgtctgTCATATGAttctagectagt 5 >-98
| Bombus_impatiens || Bimp\Atpbapl ‘._| 87 |_.|:|| gaaacaaagttaTCACGTGAcgtctg TCATATGAttctagectagt || 5' || >-98 |
| Megachile_rotundata || Mrot\Atp6apl ‘._| 67 |_.|:| gaaaggaagttg TCACGTGAcgtctg TCATATG Attctagtcaggt || 5 || >98 |
e e | st |18 R+~ |0~ || -~ | 5 |
[ wvceines | st | R v 50 > | c-eeorrorcroneemas |+ |
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| Solenopsis_invicta || Sinv\Atp6apl 498 |-| 391 |_.|:|| gaagtgtatcggCCACGTGAcacacgagtcgg || 5 ||>—131|
. attaaagattat TCATGTGActtttataacaa 5' >-193
CamponOtusjorldanus Mlﬁ_ap_l 0 . 2 _ . H atgtgactcacaTCATATGAtcacgaggtggt J =iy
| Harpegnathos_saltator “ Hsal\Atp6apl 414 |-| 217 |_.|:| gaaatgtaccaaTCACGTGA tatataTCATATG Atcgegagaagat 5 ||>-100|
| Pogonomyrmex_barbatus ” Pbar\Atp6apl 493 |-| 102 |_.|:|| gaaatcagcccgCCACGTGAtacgagacgtca || 5 ||>-117|
| Linepithema_humile || Lhum\Atp@p_l I._| 345 |-| 120 |_.|:| gaagtgcatcggCCACGTGA catgtgTCATATGAtcgegggeagte 5' || >—93|
oo s T e w1 1]
oo g T e e [l 1]
i oo T 1]
EruErrTramprey | 0 E @ 0 | e e
Acyrthosiphon_pisum Apis\Atp6apl 1030 60 cettgacgat TCACGTGAatcattgctt exon3 || 2010
it LOC100169264
emiptera —
Rhodnius_prolixus || - |- || || |
. ; Phum\Atp6apl :
Phthiraptera Pediculus_humanus PHUM457150 76 74 ttectttgaacaTCATGTGAcaatttacttct 5 >113
e | oo | Doy [N | o B[ o | [ B | oo | 5 oo
vt | o o] [ 1]
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