Gene Cluster ID Atp6v1G

Drosophila melanogaster gene Vhal3 (CG6213)

FlyBase ID FBgn0026753

Predicted function ATPase, H+ transporting, lysosomal 13kDa, V1 subunit G
Cytogenetic map 3R:92A11-92A11

Gene sequence location 3R:15468980..15470126[-]

Dmel CLEAR sequence TCATATGA; TCACATGA

CLEAR sequence location(s) 3R:15470110..15470117; 3R:15469803..15469810



http://flybase.org/reports/FBgn0026753.html
http://flybase.org/cgi-bin/gbrowse/dmel/?name=FBgn0026753
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Dmel' TETETEACTTCEGTCATATCACATTTTTACACT GITGTETETGEETCACATEATETEETGEAARR

DsimY TETETEACTTCCTCATATCACATTTTTCACAS CITETETETGEETCACATEATETCETGARARS

Dsech TETETEACTTCEGTCATATEACATTTTTCACAS GITGTETETGEETCACATEATETEETGEAARS

Dyak'  TETCTGACTTCCTCATATCACATTTTTCACAC CTTGTGTGTCCETCACATCATCTCETCCARDLE

Dere', TETETEACTTCCTCATATCACATTTTTCACAS CITGETETETGEETCACATEATETECETGEAARS

Dbia' TETETEACTTCEGTCATATCACATTTTTCACAS GITGTETETGEETCACATCATETEETGEAARR

Dsuzh TETETEACTTCCTCATATCACATTTTTCACAS CITGTETETGEETCACATCATETECETGEAARS

Dtak' TETETEACTTCEGTCATATEACATTTTTCACAS CITGETETETGEETCACATEATETEETGEARRR

Deugh  TATCTGACTTCCTCATATCACATTTTTCACAC CTTGTGTGTCCETCACATCATCTCETCCARDLE

Dele' TETETEACTTCCTCATATCACATTTTTCACAS CITETETETGEETCACATCATETECETGEAARS

Drho' TETETEACTTCETCATATEACATTTTTCACAS CGITGTETETGEETCACATEATETEETGEARRR

nfich TETETEACTTCCTCATATCACATTTTTCECAS CITGTETGCTEETCACATCATETECETGEAARR

Diik' TETETACCT-CETCATATCACATTTTTCACCET CETTETCCCTEETCACATEATETEETGEARRR

Dbiph TETETEACT-CETCATATCACAATTTTCACAT GITATGTGEEGETCACATEATETEETGEAARR

Dana' TETETEACT-COTCATATCACAATTTTCACAT COTTATCTGGEETCACATCATETECETGEAARS

Dpse TEACTTCETCACGTCATATEACAATTTTCETEE  ATGCECCETGEETCACATEACTCECTGRARRS

pDper'  TEACTTCCTCACTCATATCACAATTTTCCTCC ATCCGCCGTCCETCACATGACTCECTGAARDLE

Dmir' TEACTTCETCACTCATATEACAATTTTCETEE  ACGCTCCETGEETCACATEACTCECTGARARS

Dwil' TETETETETETEICACATEATAACTTTTTICA TACGCGARARGAETCACATEATTARTARATAGT

Dalbh TETETEACTTCCTCATATCACATTTTTCACGT TITTCACGCAARGTCACATEATECCCATATCET

Dmodh TETETEACTTCCTCATATCACATTTTTCACCET AGCGACATCARGTCACATEATTCETTTEGCACT

Dviry  TETCTGACTTCCTCATATCACATTTTTCACGT COCGTCCAGCAGTCACATGATTICTCTTICCT

Dgril TETETEACTTCCTCATATEACATTTTTCACCET TCOTETCTCGAGTCACATEATECETTTTGECET
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Atp6v1G (Vhal3) gene structure comparison:
Key: UTR region, CDS'region




tacgcgaaagagTCACATGAttaataaatagt

Vhal3 bps
Species Atp6v1lG S'exon ||intron ||exon ||intron|| exon3' Extended CLEAR region ||Position |[from
P P g
orthologs TSS
. tgtgtgacttcg TCATATGAcatttttcacag 5'UTR 9
Drosophila_melanogaster || Dmel\Vhal3 l I 367 . 59 attatatatagaTCACATG Atgtagtegaaaa || intronl || 317

. . . tgtgtgacttcgTCATATGAcatttttcacag 5'UTR?
Drosophila_simulans Dsim\GD20107 l . 350 . 59 | evstetetees TCACATGAgtggtgaaaaa | intront
. . tgtgtgacttcg TCATATGAcatttttcacag 5'UTR?
Drosophila_sechellia Dsec\GM26899 l. 349 . 59 attetetateee TCACATG Atetegtegaaaa || intronl
. tgtgtgacttcg TCATATGAcatttttcacag 5'UTR?
Drosophila_yakuba Dyak\Vhal3 l I 363 . 65 | gttgtgtgtege TCACATGAtgtggtggaaaa || intronl
. tgtgtgacttcg TCATATGAcatttttcacag 5'UTR?
Drosophila_erecta Dere\GG15897 l I 367 . 64 attatatatagg TCACATG Atgtagteganaa || intron
. . . . tgtgtgacttcgTCATATGAcatttttcacag 5'UTR?
Drosophila_biarmipes Dbia\Vhal3 l . 362 . 65 attatatetaga TCACATG Atgtagtgganaa || intron]
. .. tgtgtgacttcg TCATATGAcatttttcacag 5'UTR?
Drosophila_suzukii Dsuz\Vhal3 l . 358 . 66 attgtatetaeg TCACATG Atgtagtgganaa || intron]
. .. tgtgtgacttcg TCATATGAcatttttcacag 5'UTR?
Drosophila_takahashii Dtak\Vhal3 l I 360 . 57 attgtatategs TCACATG Atgtagtegasaa || intron
. .- tatgtgacttcgTCATATGAcatttttcacag 5'UTR?
Drosophila_eugracilis Deug\Vhal3 l I 362 . 64 || eteteteteee TCACATG Atptgatggaaaa || intront
. tgtgtgagttcg TCATATGAcatttttcacag 5'UTR?
Drosophila_elegans Dele\Vhal3 l . 191 . 71 attatatetaga TCACATG Atgtagtgganaa || intron]
. tgtgtgagttcg TCATATGAcatttttcacag 5'UTR?
Drosophila_rhopaloa Drho\Vhal3 l . 193 . 57 attgtatetaeg TCACATG Atgtagtgganaa || intron]
. . tgtgtgacttcg TCATATGAcatttttcgcag 5'UTR?
Drosophila_ficusphila Dfic\Vhal3 ll 178 . 3 gttgtgtgctgg TCACATGAtgtggtggaaaa || intronl
. . . . gtgtgtacctcgTCATATGAcatttttcacgt 5'UTR?
Drosop hila_kikkawai Dkik\Vhal3 l I 191 . 65 cgttgtgcctgg TCACATGAtgtggtggaaaa || intronl
. . . . ctgtgtgagtcg TCATATGAcaattttcacat 5'UTR?
Drosophila_bipectinata Dbip\Vhal3 l . 190 . 256 attatgtagese TCACATG Atgtagtgganza || intron]
. ctgtgtgagtcg TCATATGAcaattttcacat 5'UTR?
Drosophila_ananassae || Dana\GF17364 l . 189 . 180 cattatatazae TCACATG Atgtagtagaaaa || intron]
. tgacttcgtcag TCATATGAcaattttcgtge 5'UTR?
Drosophila_pseudoobscura || Dpse\GA 19444 ll 219 . 68 atacacaateee TCACATG Actegetgaaaaa | intronl
. RN tgacttcgtcagTCATATGAcaattttcgtge 5'UTR?
Drosophila_p ersimilis Dpen\GL 11956 1956 l I 219 . 67 atgcgeggtggg TCACATGActcgctgaaaaa|| intronl
. . . tgacttcgtcag TCATATGAcaattttcgtge 5'UTR?
Drosophila_miranda Dmir\Vhal3 l . 222 . 68 acactegataga TCACATGA tegetgaanaa || intron]
. e, . . tgtgtgtgtgtg TCACATGAtaacttttttca 5'UTR?
Drosophila_willistoni Dwil\GK?22514 l . 224 . 65 ‘ntronl
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Drosophila_albomicans Dalb\Vhal3 :. 164 . 74 .:: t:i;i;g:::;;fg:g:igif;ggﬁcg; fnttgs;
Drosophila_mojavensis Dmoj\GI24620 _. 168 . 61 ._ 1 a;it':;izfct;iTTCcfc[fTGcl;\:f:ctg:;;it ?:iii:

Drosophila_virilis || DvinG124533 _. 152 . 68 ._ IE
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