Gene Cluster ID Tmem199

Drosophila melanogaster gene CG7071

FlyBase ID FBgn0260467

Predicted function ATPase, H+ transporting, vacuolar ER assembly factor, Vmal2

Comment on Gene model comparative data suggest that this is a dicistronic gene. Gene with dicistronic mRNA.

Tmem199 CLEAR element conservation:

5'/5'UTR/intron
Dmel\ CGCTACGATTTCTCATGTGACAGCTGTGGGCG
Mdom\ gcaaccctagtaTCATGTGAcaaccattgaca
Ccap\ aaatgacaattcTCATGTGAcaagaaaaatgt
Gmor\ ttataaattttcTCACGTGActttcatctttt
Llon\ tggagtgttaaaTCACGTGAagaatgacagct
Ppap\ ggacgtcacacaTCACGTGAgcaatgacagct

5'/5'UTR
Agam\ CCCCGCGAGTGGTCACATGAGCCCTGATATTA
Aara\ CCCCGCGAGTGGTCACATGAGCCCTGATACTA
Agan\ CCTCGCTAGTGGTCACATGAGCCCTGATACTA
Achr\ CTCCGCAAGTGGTCACATGAGCCTTGCTACTT
Aepi\ TTTCCCGAGTGGTCACATGAGCTTTGCTAGCT
Amin\ CATCTGATCTGGTCACATGAGGTGGTGCACCT
Afun\ CATCTGGTTTGGTCACATGAGGTGGTTCTTGT
Aste\ TGTTGGTGTCGGTCACATGAGCCAGTGATATA
Adir\ TCTGCATAGAGATCACATGAGCCGAAACGCAT
Aalb\ TCGTACGGTGGGTCACATGAGCAACTGAGTCG
Adar\ GTGGAACGAGGGTCACATGAGCAAATTGAGTC
Aaeg\ AATATTTGACAATCACATGATACCCCAAACAA
Cqui\ AAACTCTGACAATCACATGATTGAAAATAATG

Mdes\ aagcgtatttggTCATGTGAtcatatgctaat
Pxyl\ cggggctacgggTCACATGAtaaatgtcagat
Tcas\ actacaccccgaTCATATGAtcaaactgaaaa
Dpon\ actgtcacttagTCAGCTGActgtcatgtgge

Aech\ TTGTACAGCCAGTCACGTGACAGGTATGACAT
Acep\ TAGTACAGCCAATCACGTGACAGGTATATTGG
Sinv\ TAGTACAGTCGGTCACGTGACGGCACACCGTC
Pbar\ TGATAAAACCAGTCACGTGACGACGCATCGCT
Lhum\ TGATATAACTTATCATGTGACAAAGTGTTGCC
Cflo\ GGCACAACCTAGTCATGTGACGACGAAGGAGT

Tmem199 gene structure comparisons:
(Click on Species for genomic, mRNA and protein sequence informations)

Key:
[ |
Order X Tmlelrr11199 Extended CLEAR region Position || from
Species orthologs exon 1nl| exon int| intron | exon3' TSS
Dlpte}' 4 Drosophila_melanogaster || Dme\CG7071 22 || 60 281 66 69 TCATGTGA 5'UTR 6
(Drosophilidae)
Dip t.era Musca_domestica Mdom\Tmem199 19| 77 272 59 TCATGTGA 5'UTR? || >-33
(Muscidae)
Diptera
iti. i 54 54 TCATGTGA: 5'UTR? -9
( Tephritidac) Ceratitis_capitata Ccap\Tmem199 I 22 272 >
Dlp.t cra Glossina_morsitans Gmor\Tmem199 22|70 272 56 ttataaattttc TCACGTGActttcatetttt intronl 75
(Glossinidae)
Diptera Lutzomyia_longipalpis Llon\Tmem199 |l 25|[ 74 | 83” 65 H 357 TCACGTGA | 5 | >4 |
(Psychodidae)
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I—II Phlebotomus_papatasi || Ppap\Tmem199 |.|E|| 62 ||g|| 70 ” 357

el TCACGTGA [ s |~

Diptera Anopheles_gambiae AGAP013136 TCACATGA S'UTR? || 224
(Culicidae)
Anopheles_arabiensis Aara\Tmem199 TCACATGA 5'UTR? ||>-130
Anopheles_quadri latus|| Agan\Tmem199 TCACATGA S'UTR? ||>-128
Anopheles_christyi Achr\Tmem199 TCACATGA S'UTR? ||>-121
Anopheles_epiroticus Aepi\Tmem199 TCACATGA S'UTR? ||>-128
Anopheles_minimus Amin\Tmem199 TCACATGA S'UTR? || >-88
Anopheles_funestus Afun\Tmem199 TCACATGA S'UTR? || >-91
Anopheles_stephensi Aste\Tmem199 TCACATGAg 5'UTR? || >-69
Anopheles_dirus AdinTmem199 TCACATGA 5'UTR? || >-72
Anopheles_nili AniNTmem199
Anopheles_albi s Aalb\Tmem199 TCACATGA S'UTR? || >-15
Anopheles_darlingi Adar\Tmem199 TCACATGA S'UTR? || >-16
Culex_pipiens_qui. CPLJ009433* by sutr? ||
Aedes_aegypti AAEL011748 TCACATGA 5'UTR -8
].Dipter'f\' Mayetiola_destructor Mdes\Tmem199 ‘I 22||158|(83| 86 || 189 TCATGTGA intron2 || >278
(Cecidomyiidae)
Bombyx_mori Bmor\Tmem199 |l 251|202|(83|| 80 |[189 ND
Manduca_sexta Msex\Tmem199 |l 19 |[440|83 (321 || 189 ND
Lepidoptera
Danaus_plexippus Dple\Tmem199 |l 19 (205 {83 (138 {189 TCAGGTGA intronl || >92
Heliconius_melpomene || Hme\Tmem199 |. 19 (21383 (209 ({189 ND
Plutella_xylostella PxyNTmem199 |. 19 (|292|(83 || 116/[189 TCACATGA 5' >-56
Strepsiptera Mengenilla_moldrzyki MmoNTmem199 |. | | | | ND | |
Dendroctonus_ponderosae || Dpon\Tmem199 |. TCAGCTGA 5 &7
Coleoptera Tribolium_castaneum % I 19 |[ 55 |[83][ 56 (| 189 TCATATGA SUTR? || >-11
Hymenoptera Apis_florea Aflo\Tmem199 |. 19 [ 95 |[83|[190([189 ND
Apis_mellifera Amel\Tmem199 |l 19 |[103[83(199({189 ND
Bombus_impatiens Bimp\Tmem199 |l 19 (10383 (169 ({189 ND
Bombus_terrestris Bter\Tmem199 |l 19 (10383 (169 ({189 ND
Megachile_rotundata Mrot\Tmem199 |. 19 (23883 (238 {189 TCATGTAA intron2 || >242
Acromyrmex_echinatior || Aech\Tmem199 |. 19 [|128|[83 || 684 (189 TCACGTGA s' >-60
Atta_cephalotes Acep\Tmem199 |. 19(128|(83|(680|[189 TCACGTGA s' >-66
Solenopsis_invicta Sinv\Tmem199 |. 19 [|119|(83453|(189 TCACGTGA g 5' >-67
Pogonomyrmex_barbatus || Pbar\Tmem199 |. 19 |[115[83[430({189 TCACGTGA 5! >-50
Harpegnathos_saltator Hsal\Tmem199 |l ND ([ND||83 [ 113||189 ND
Linepithema_humile Lhum\Tmem199 |l 19 |[114|(83|380|[ 189 TCATGTGA 5 >-46
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Camponotus_floridanus || CoxTmem199 [[7][ 10]] 121 [83] [ssa [ 89] [ s+ [ 16815 ‘-| 87

- | | TCATGTGA | 5 | >-58
. . . . aaactttttt TCAATTGAaaagattttt i
Nasonia_giraulti NginTmem199 19 |[151{|83 ([194||189]| 76 |[168|| 19 ‘- 81 . atgtgtactaTCAGATGAattaceatt 3'UTR
. . . aaacttttttTCAATTGAaaagatttgt i 1034
Nasonia_longicornis Nlon\Tmem199 19 {|151|[83(|194/[1891| 76 || 168 19 ‘- 81 . atatgtacta TCAGATGAattaceattt 3'UTR e
. .o . aaactttttt TCAATTGAaaagattttt i 1034
Nasonia_vitripennis NV17772 19 |[151/|83|[195(1189|| 76 |[ 168 19 81 . atgtatacta TCAGATG Aattac cattt 3'UTR 1347
Acyrthosiphon_pisum | | | | l | | | | | | | | |
Hemiptera
Rhodnius_prolixus
Phthiraptera | Pediculus_humanus | | ‘ | | | ‘ ‘ | | | ‘ ‘ | | | | | |
Crustacea Daphnia_pulex
Ixodida Ixodes_scapularis

Homo_sapiens

Nematostella_vectensis

Trichoplax_adhaerens
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