Drosophila melanogaster gene

Vha68-2 (CG3762)

FlyBase ID

FBgn0263598

Predicted function

ATPase, H+ transporting, lysosomal 70kDa, V1 subunit A
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5'/intronl

Atp6v1A CLEAR element conservation:

5'/intronl

intronl

intronl

CTTGTCAGCTGACCCC
AAAATCATGTGAAACA
CATGTCAGCTGACCCC

5'/5'UTR

TTTGTCAGCTGACGGC

GCCGTCAGCTGACACT

intron

AATGTCACGTGAAATA
TCTGTCAGCTGAGGTC
CCTGTCAGCTGAGAGT

intronl

AAAGTCAGCTGACAAG
CAAGTCATGTGATCTG
AGAGTCATGTGATCAG

intronl

TCTGTCACGTGAAACG
AATGTCACGTGAAATG
TTGGTCACGTGAATAA

intron2

CTTGTCAGCTGACAGA
AAAGTCAGCTGACAAG
GCCGTCAGCTGACTTA

intron2

intron2

CAGGTCACATGACCCG
CAGGTCACATGACCCG
CAGGTCACATGACCCG
CAGGTCACATGACCTG
CAGGTCACATGACCTG
CTGGTCACATGACCTG
CAGGTCACATGACCTG
CAGGTCACATGACCCG
CAGGTCACATGACCTG
CGGGTCACATGACCAA
CGGGTCACATGACCAC
CGGGTCACATGACCAC
TTGGTCACATGACCAG
TTGGTCACATGACCTC

CAAGTCATGTGACTTG
ACGTTCATGTGACACC
AAATTCATGTGACTCA

5'/5'UTR

CTGATCAGCTGACCTT
CTGATCAGCTGACCTT
CTGATCAGCTGACCTT
CGTATCAGCTGACCTT
CGGATCAGCTGACCTT
CTGATCAGCTGACCTT
TTGATCAGCTGACCTT
CTGATCAGCTGACCAT
TTGATCAGCTGACCTT
TTGATCAGCTGATCTC

intronl

GAAGTCACATGACGTG
GAAGTCACATGACGTG
GAAGTCACATGACGTG
GCAGTCACATGACGTG
GCAGTCACATGACGTG
CCAGTCACATGACGTG
GCAGTCACATGACGTG
GCAGTCACATGACGTG
CCAGTCACATGACGTG
GAAGTCACATGACGTG
GAAGTCACATGACGAC
GAAGTCACATGACGAC
TCAGTCACATGACTTG
CCAGTCACATGACTTG

intronl

GGGGTCAGCTGACTTC
TAGGTCAGCTGACTTA
CAGGTCAGCTGACATA
CGGGTCAGCTGACACT
CGGGTCAGCTGACTAA

CGTGTCAGCTGACCGT
ATGGTCAGCTGACTGT

5'/5'UTR

GGTATCATGTGACTGT
TTTATCATGTGACCGA
TTCATCATGTGACTGA
ACCATCATGTGACTCA
CCTATCATGTGACTGG

AAATTCACGTGACGGT
GCATTCACGTGACTGC

intronl

GTAATCATGTGACTAT
ACTGTCAGCTGACTTC

GTTTTCACGTGACTTT

intronl

TCAGTCAGCTGACCTG
TCAGTCAGCTGACCTG
TCAGTCAGCTGACCTG
TCAGTCAGCTGACCTG
TCAGTCAGCTGACCTG
TCAGTCAGCTGACCTG

CTGCTCACGTGAATTT
CTGCTCACGTGAATTT
CTGCTCACGTGAATTT
CTGCTCACGTGAATTT
CTGCTCACGTGAATTT
CTGCTCACGTGAATCG

CGAGTCAGCTGACCTG

CTGCTCACGTGAATCG

TCAGTCAGCTGACCTG
TTAGTCAGCTGACCTG
TCAGTCAGCTGACCTG
GCAGTCAGCTGACCAG
GCAGTCAGCTGACCAG
GCAGTCAGCTGACCAG
AGTGTCAGCTGACCAG

AATTTCACGTGAGCGA
TTGCTCACGTGAATCG
CTGCTCACGTGAATCG
CCGCTCACGTGAGAAC
CCGCTCACGTGAGAAC
CCGCTCACGTGAGAAC

5'/5'UTR?/intronl?

CTTCTCACATGAATTT
CTTCTCACATGAATTT
CTTTTCACGTGAATTT
TTGCTCACGTGAATCG

CGCGTCACGTGATTTT
CGCGTCACGTGATTTT
CGCGTCACGTGATTTT

5'/5'UTR?/intronl

TTATGAATCGGTTCATGTGATCCA
TTATGAATCGGTTCATGTGATCCA
TTATGAATCGGTTCATGTGATCCA
TTATGAATCGGTTCATGTGATCTA
TTATGAATCGGTTCATGTGATCCA
ATATGAATCGGTTCATGTGATCTG
TTATGAATCGGTTCATGTGATCTG
ACATGAATCGGTTCATGTGATCTG
AGATGAATCGGTTCATGTGATCCC
TTTTGATGTTATTCATGTGATCGC

TGGGTCAGATGATGGT
TGGGTCAGATGATGGT
TGGGTCAGATGATGGT
TGGGTCAGATGATGGG
TGGGTCAGATGATGGG
TTGGTCAGATGATGGA
TTGGTCAGATGATGAT
TCGGTCAGATGATGGG
GGGGTCAGATGATGCG
TTGGTCAGATGACATG
GTGGTCAGATGACACC
GTGGTCAGATGACTCC

5

5'UTR?/intronl

CCAGTAGTACAATTCATATGAAAAAGTACAAT
ATACATAGGGCTTCAGCTGAAACAAGAAAATA
GATTTAGTCGCTTCAGCTGATTGATGTTGTGG

GTGTCTTCCATGTCAGCTGACAGGTCTTGTGA
CGGAGCTCGACGTCATGTGACTGGTTGGGCCC

GACGTCTTACAGTCAGCTGATTAGAGTTCCAC
TCATGTGACTGCTCACTCAGCTGACTCTGACA
TCCTGCAACCGATCATGTGATTCTTCTCGCAG TCATGTGACAGTCGCTTCTCATATGATGACGC

Key:

Order

Atp6v1A gene structure comparison:

INTRON

Species

Diptera D L .
(Drosophilidae) P
Diptera Musca_domestica
(Muscidae)

Atpﬁleothologs| S'exon IM‘ exon IM]

e .Hlll_l_.ll‘
Mdom\AlpGVIA-IJ.DII'_H_'II‘

exon

mtron exon

intron || exon3' |

Extended CLEAR region

Position

bps from TSS

tatttigecttg TCAGCTG Acececticeeeg
tttttcattgTCAGCTGAcggeaatgacag
ttcaaagetctg TCACGTGAaacgaaagetct
acetgeceettg TCAGCTGAcagagggetgag

intron]
intron1
intron!
intron]

470
691
981
1177

attttageaaaa TCATGTGAaacatctcaaca
aacticeanatg TCACGTG Aaatgaaagettt
taaaacgeanng TCAGCTGAcaagagacgacg

intronl
intron1
intron1
intronl

470
691
981
177
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Lepidoptera ||

Diptera Ceap\Atp6vIA-1
( Tephritidac) Ceratitis_capitata
Gmon\Atp6vIA.
TMPO11178
(Gllz ;I:;:;:ae) Glossina_morsitans
. L ia_longipalpi: Llon\AtpovI1A
Diptera
(Psychodidae) |
Phlebotomus_papatasi Ppap\Atp6vIA
. Agam\Atp6vIA
Anopheles_gambiae AGAPN3153
Anopheles_arabiensis Ara\Atp6vI1A
heles_quad Aqan\Atp6ovIA
Anopheles_christyi Achi\Atp6vIA
Anopheles_epiroticus Aepi\Atp6vIA
Anopheles_minimus Amin\Atp6vlA
Diptera
(Culicidae) Anopheles_funestus Afun\AfOVIA
Anopheles_steph Aste\Atp6vIA
Anopheles_dirus AdinAtp6vIA
Anopheles_nili Anil\Atp6vIA
Anopheles_alb Aalb\Atp6viA
Anopheles_darlingi Adan\Atpov1A
Aedes_aegypti A—Tf}%gs—ng
Culex_pipiens_qui. Co %}?7767"%
Diptera .
‘ (Cecidomyiidae) Mayetiola_destructor Mdes\Atp6vIA
‘ Bombyx_mori

- o .l . - ” - B . B - " . . . " . . - . - " . 939 - - I.H|

| BmonAtp6vIA

ND
ND
tgageanacatg TCAGCTGAcceegaatgict s 284
tgtaatcagecg TCAGCTGAcacttageggat 5 -63
ctaagetgtigg TCACGTGAataaaaagetit intronl 230
gagaataagecg TCAGCTGActtateacetgt intron1 594
ND
caatteeaatg TCACGTGAaataaaagetit SUTR? 35
ggangegaanagICAGCTGAcangigaaaaaa intron1 254
ND
ND
teacaagatetg CAGCTGAggtetigtgatt SUTR 8
atgtascteaag TCATGTGAtetgaanaanat intron1 412
teacaagacctg CAGCTGAgagtetigigat SUTR? 41
categgegagagTCATGTG Ateagtganaatt intron1 414
‘ganceasacagg TCACATGAccegeageacet intron1 405
tigeacactgaTCAGCTGAccttictitgag intron1 514
‘getegecagaag TCACATGACgtgigaagtgg intron2 927
ttatgaategal TCATGTGAtccactgetgec intron2 1020
tggiggantggs TCAGATG Atggtgtacgeea intron2 1248
‘ganccasacagg TCACATGAccegeageacet intron1? >-262
ttgeacactgaTCAGCTGAcetttettigag intron1? >-149
setegeeagaag TCACATGAcgtgigaaglg intron2? > 256
ttatgaategal TCATGTGAtccactgetgec intron2? >351
tggtggaatggg TCAGATG Alggtgtacgeca intron2? >579
‘gancearacagg TCACATGAccegeageacet intron1? >-262
ttgeacactgaTCAGCTGAcetttettigag intron1? >-149
setegecagaag TCACATGAcgtglgaagleg intron2? >261
ttatgaategal TCATGTGAccactgetgee intron2? >354
tggtggaatgge TCAGATGAIggtgtgegeca intron2? >576
‘gageeanacagg TCACATGAcctgeageagea intron1? >252
ttteactegtaTCAGCTGAcetttctitgag intron1? >-161
setegeeageag TCACATGAcgtglgaagleg intron2? >246
tatgaatcgg TCATGTGAtctaccactete intron2? >321
atctggantgeg TCAGATGAlggggtgetgat intron2? >530
anccanacagg TCACATGAcetgeageagea intron? >-244
tetteacacggaTCAGCTGAcetttetttgag intron1? >-153
cgetgategeag TCACATGAcgigigaagleg intron2? >228
ttatgaateggl TCATGTGAccactgtitgg intron2? >309
atctagattgeg TCAGATGAlggggtgetatt intron2? >511
gaacegaactgg TCACATGAcctgeggttceg intron1? >217
aggettetetgaTCAGCTGAcctttettigag intron1? >-144
gtogetagecag TCACATG Acgtgtgaaatge intron2? >238
atatgasteggl TCATGTG Aetgtitgacga intron2? >312
tetggaattgg TCAGATG Atgganggagetg intron2? >509
‘gancctaacagg TCACATGAcclgeggttceg intron1? >219
agectetitgaTCAGCTGAccttetittag intron1? >-146
stgggctageag TCACATGAcglgigaaatge intron2? >233
ttatganteggl TCATGTGAetgttigacga intron2? >307
utigaaatgg TCAGATGALgatgatggaag intron2? >506
stacegancagg TCACATGAcecgeggticeg intron1? >-231
cticatcactga TCAGCTGAceattecticat intron1? >-152
getegetgecag TCACATGAcglgigaaatgg intron2? >244
acatgaatcgel TCATGTGA etgttigtgag intron2? >319
atctgasgtegg TCAGATGAlgggggagacte intron2? >521
staccetacagg TCACATGAcetgeggtgatg intron1? >231
gategtittigaTCAGCTGAcelttctiglog intron1? >-142
stegecagecag TCACATGAcgtgtgaagiog intron2? >213
agatgaatcgg TCATGTGAtcecgtgiigt intron2? >296
atetggtigeee TCAGATGAtgeggittactt intron2? >485
aaatcanacggg TCACATGAceaacaagetca intron1? >-210
ccategetttgaTCAGCTGActttttgaaa intron1? >-140
tetcteaagaag TCACATGAcglgtgaagiae intron2? >241
tttgatgtal TCATGTG Ategetetegage intron2? >373
atglgatitige TCAGATGAcatgatgatut intron2? >570
‘ganaceegeggg TCACATGAceaccacetcee intron1? >228
tigtggiegaag TCACATG Acgacgtgtgaae intron2? >191
setgetgeetge TCAGATGAcacceacggetg intron2? >521
‘ganaccogeggg TCACATGAccaccacetcee intron1? >.237
ttgiggtegaag TCACATGAcgacgtgigaat intron2? >187
gegeetggatgg TCAGATGActecceetgely intron2? >512
attaggatttgg TCACATGAcetetaccacet R 479
caaaganaccag TCACATGActgtatgigta mn ‘,"'m;“ 5 " 905
agtaacatacte TCAGCTG Agettcgtigaat intron. 1004
ttegtaggtigg TCACATGAceageaccacet intron1? >209
acagagagtcag TCACATGActiggtggtgta intron2? >207
stgaaaatcaag TCATGTGActigtcacacag s >-709
ageagetgace TCATGTGAcaccaagtetee g >-480
gecanttaaal TCATGTG Acteacgacaattt intron1? >-256
anatcaatgatt CAGCTGAtcatagacaaag g 17
gtagagtiggee TCAGCTGActtcattitaat g -81
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duca_sexta Msex\Atp6vIA
Hel _melp HmeNAtpovIA
Danaus_plexippus Dple\Atp6vIA
Plutella_xylostella PxyNAtpovIA
Strepsiptera Mengenilla_moldrzyki Mmol\Atp6vIA
Tribolium_castaneum Tcas\AtpovIA
Col

Dendroctonus_ponderosae || Dpom\Atp6vIA
Apis_mellifera AmelAtp6vIA
Apis_florea Aflo\Atp6VIA
Bombus_terrestris Bter\AtpovlA
Bombus_impatiens Bimp\AtpovIA
M hile_; d Mrot\Atp6vIA
A 1y _ech Aech\Atp6vIA
Atta_cephal Acep\Atp6ovIA
is_invicta SinWAtp6vIA

Hymenoptera .
Camponotus_floridanus Cflo\AtpovI1A
Harpegnathos_saltator Hsal\Atp6vIiA
P _barbatus Pban\Atp6vIA

Linepithema_humile Lhum\Atp6vIA

Nasonia_vitripennis Nvit\Atp6vIA ‘-HII

Nasonia_giraulti Ngin\Atpovl ‘-HII

Nasonia_longicornis Nlon\Atp6vIA ‘-HII
Acyrthosiphon_pisum Apis\AtpovIA
.

Rhodnius_prolixus Rpro\Atp6vIA
| Phthiraptera Pediculus_humanus Phum\Atp6vIiA
| Odonata Ladona_fulva LfulAtp6vI1A
| Crustacea Daphnia_pulex Dpul\Atp6vIA
‘ Ixodida Ixodes_scapularis Isca\Atp6vIA
| Homo_sapiens ATP6VIA
| Cnidaria Nematostella_vectensis Nvec\Atp6v1A
| Placozoa Trichoplax_adhaerens Tadh\Atp6vIA

IHIH-.IIIH_H-HI

gaaccaatggtaTCATGTGActgtaagettaa intronl 282
catagagetagg TCAGCTGActtaattitat s 2
acgeccatttaTCATGTGAcegaaaaaacac intronl 365
gtatetgegtaaTCATGTGActatagatatga intron1 604
catagactegge TCAGCTGAcactacttttat s 43
cecttgttaceaTCATGTGActcanattagaa intronl 323
catagacteagg TCAGCTGAcatatttttat 5 17
accaceeattea TCATGTG Actgattaatasa intronl 363
agatagegactg TCAGCTGActtccaactcta intron] 1329
gactacatcggg TCAGCTGACtaaaattttat g 24
gttaccaccetaTCATGTG Actggaattitge intron1 365
ND
gteaagategtgTCAGCTGAccgtettgtgac 5 -1
teactacanaat TCACGTGAcggtgeccactc intronl 413
aaacttetgtt TCACGTGActuttgatgga intronl 475
ctigttetatgg TCAGCTGActgtetigigat 5 -67
atttgategeat TCACGTGActgectigggaa intronl 398
atttcaattgtg TCACATGAtacticctattg intron3 823
cacatetitcag TCAGCTGAcetgtctigiga SUTR 55
tasatgaactgc TCACGTGAattttatgatga intronl 519
cacatetitcag TCAGCTGACetgtettgtga SUTR 55
tasatgaactge TCACGTGAattttatgatga intronl 519
cacategticagTCAGCTGAcctgctigtga SUTR? >51
taaatgaactge TCACGTGAattttctgatga intronl >410
cacategticag TCAGCTGAcelgtetiglga SUTR? >51
taaatgaactge TCACGTGAattttctgatga intronl >410
ctittaaatcagTCAGCTGAcetgtetigtga 57 >840
taaatgaactgc TCACGTGAattttatagtga SUTR? >394
gettagttctic TCACATG Aattttatettat intron >9
cteageacegag TCAGCTGACetgteltgtga g >- 1366
tgaatggectge TCACGTGAatcgeacageea g >-907
gettagttette TCACATGAattteaccttac intron >93
gettagttett TCACGTGAattttattetgt intron1 >111
getttattctt TCAGCTGAacttcttatact intron2 >320
cagetgtaattt TCATGTG Aacttatcttaat 5 >1005
geacgegatcag TCAGCTGACetgtctigtga g >943
tgaatgacetge TCACGTGAategtagecage g >502
cacgeaacteagTCAGCTGAcctgletigiga g >-962
ttgaacgtetgc TCACGTGAatcgeegagage g >-501
cacgegacttagTCAGCTGAccetgtettgtga g >-1420
tgaacgactige TCACGTGAatcgegeagega g >-965
cacgegattcag TCAGCTGAcetgtctigtga 5 >-1476
titegeegaatt TCACGTGAgegagegancga 5 >-1289
tgaacggettge TCACGTGAategetgecage g >-1029
cageacgtgeag TCAGCTGAceagegegecag s -35
tacatcagecge TCACGTGAgaacatceegac intron1 1147
acgtacggegeg TCACGTGAtttcaattgag intronl 1513
cageacgtgeagTCAGCTGAccagegegecag g -1111
tacatcageege TCACGTGA gaacatceegac intronl/S'UTR 1
acgtacggegeg TCACGTGAttitcaattgag intron2 358
cageacgtgeag TCAGCTGAceagegegecag g -1167
tacatcageege TCACGTGAgaacatceegac intron1 1
acgtacggegeg TCACGTGAtttcaattgag intron2 356
ccagtagtacaat TCATATGAaaaagtacaat intronl 437
gacgtettacag TCAGCTGAtagagticeac exon2(S'UTR) 889
ND
gtgtettccatgTCAGCTGAcaggtetigtga g >621
aggagtigagtg TCAGCTGAccagtetigiga g >.576
atacatagggel TCAGCTG Aaacaagaaaata g -1042
TCATGTGActgeteac TCAGCTGActetgacacceg g -59/-42
gatttagtcget TCAGCTGAttgatgttgtgg 57 >-1623
tectgeancegaTCATGTGAttcttctegeag 57 >-704
TCATGTGAcagtegettc TCATATG Atgacgeagtitt 57 >-111
cggagetegacg TCATGTGActggtigggeee g 21
cleggtettageCCATGTGA cattgtatcat g 122

ND
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