-~ SCI
-0 SCI+FMT

Romboutsia

0.020:
0.015:

c

2

g 0.010:

g o.

3

o
0.005-
0.000-—

T T T T T
CoHLLL
N IP OO S

%

Ruminiclostridium 6

Proportion
e © o o o 9
2 © @& © © o
o =9 N w S o

LSS
@‘“0 PO S

Ruminococcus 1

0.02

0.00
RO A SR AR
'qu\\o N RN Y
&

Proportion
o o o
o ° o
8 -3 3

Azospirillum sp. 47_25
0.008:

0.006:

0.000

Proportion
o
o
=3
3

Escherichia-Shigella

0.00
CoSHLLLs
’:)z\& NEIRR Y

&

Proportion

o 14 o
o ° °
N S 3

Ruminiclostridium
0.010:

0.008

0.002:

Proportion
=3 =3
o2 o
8 8
3 3

0.000

CoLL
I RN

Butyricicoccus
0.015:
‘5 0.010:
£
]
j=3
o
a 0.005:
NN
oL L
S PSS S
0’0
Ruminiclostridium 9
0.015:
_5 0.010:
£
]
o
o
a 0.005
0. —T T

—T
CliHLLsLs
,,a>‘°° P O W© L

e’b

Eubacterium coprostanoligenes group
0.05

0.04-
0.03

0.02

Proportion

0.01

0.00

uncultered gut metagenome
0.0054

0.0044
0.0034

0.0024

Proportion

0.001+

0.000---O==... ... L.

-0.001-

Anaeroplasma

0.006+

0.004+

0.002+

Proportion

Ruminococcaceae UCG-014
0.04

Proportion
=
o o
N w

°
2

0.00
CliLLsLs
’b,)z\& DESIRR-Y

&

Intestinimonas

Oscillibacter
0.020 0.03
c 0.015: E 0.02
5 2
£ £
S
9 0.010 o
g 2
& o 0.01
0.005:
0.00:
0 NN S LS
@ &
LSS S F OO
& o 2
& <
Ruminococcaceae UCG-005 Ruminococcaceae UCG-010
0.15- 0.020:
c 0.015:
s 0.10: .5
g T
g_ §_ 0.010:
& 0.05 a
0.005:
0.00 T 7T 0.000-———T—T—T— T
oL ol L
S ES S S N ESESS
& &
Ruminococcaceae (uncultured) Ruminococcaceae (Other)
0.03: 0.05-
0.04-
S 0.02 H
S S
b £ 0.03:
] ]
g g 0.02
 0.01 T
0.01
0.00 0.00
;> N NN ¢ O ...
& EFE S & P FE S
P N6 & <
Rhodospirillales (uncultured) Bilophila

Proportion
°
2
o
Proportion

0.020 0.03
0.015
0.02
0.01
0.005
0. — : 0.00

———
40\\\\\ OGQ\Q\Q\Q\
S ESESS S ES S S

& *

gut metagenome Akkermansia
0.010: 0.020:
0.008: 0.015
c c
S S
£ 0.006 £
] 9 0.010
b-% Q.
o 0.004 o
S o
0.005:
0.002:
0.000-——T—T—T— T 0. T T T T 7T
PR NN oL
FEFES S F LSS S
2 N & e
& A4
Turicibacter Parasutterella
0.008 0.04
0.006: c 0.03:
] s
£ £
g 0.004 g 0.02
& 3
0.002 0.01
0. T—T T T 0.00

CSILLSLS
R RN Y
& &



