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Figure S1 shows the differences in FWHM between three treatment groups as follows.

1. ATP bounds substrate with anti-P53 antibody and treated with 2 nM EGFR protein.
2. ATP bound substrate with anti-p53 antibody treated with 2 nM p53 protein.
3. ATP bound substrate with anti-EGFR antibody treated with 2 nM p53 protein.

Figure S2a shows the normalised spectra for a range of EGFR concentrations down to 1.25 nM.

It can be seen that the shift of peak centre due to EGFR binding has a greater range than for p53

(from 864 cm™! to 879 cm ™). In Figure S1b, the zoomed in region of the forward edge of the peak at

860 cm ! is displayed, showing the influence of varying protein level on the normalised spectra.
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Figure S1. Control plot showing FWHM maximum data for three treatments: 1. ATP bound
substrate with anti-P53 antibody and treated with 2 nM EGFR protein. 2. ATP bound substrate
with anti-p53 antibody treated with 2 nM p53 protein. 3. ATP bound substrate with
anti-EGFR antibody treated with 2 nM p53 protein.
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Figure S2. (a) 6MP normalised Raman spectrum, on substrate, 785 nm excitation,

1200 lines/mm grating. The peak at 860 cm™' shows the greatest shift in peak centre due to

protein-antibody binding. (b) Zoom (subset of data removed for illustrative purposes)

region of forward edge of 860 cm™! peak, showing influence of EGFR concentration on the
spectrum of 6MP.The black line shows the FWHM.
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All 6MP-EGFR spectra were normalised to the 860 cm™! peak. From this, the peak centre was
calculated for each protein assay. There is a change in behaviour when the peak centre data is
evaluated, as shown in Supplementary Figure S3. We now see a distinction between the higher and
lower concentration levels and at the lower concentration levels, the peak centre changed slightly. The
reason for this behaviour is unclear, the variation in peak centre perhaps being constrained by
vibrational CS bending in 6MP.
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Figure S3. Semi-log plot showing the peak centre data for the EGFR/6MP system, Grating
1200, 785 nm excitation.
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