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Missing Funding
The following information was missing in the original manuscript [1]: “This work was
partly supported by the Wellcome Trust grant number 220740/Z/20/Z to Segun Fatumo”.

Acknowledgments

The acknowledgement section of the original manuscript was missing a section.
We have updated the corrected manuscript with this missing information as follows:
“This work was partly supported by the Wellcome Trust grant number 220740/72/20/Z to
Segun Fatumo”.

Update of An Author

In the original publication, the author’s name “Oluwasegun J. Ayobami” was wrong.
The corrected Author’s name should be “Jerry A. Oluwasegun”. The corrected Author
Contributions statement updates here:

Conceived and conceptualized: O.0.0,; study design: O.0.0., EK.O. and S.E; method-
ology: 0.0.0.,EK.O,, B.AIL,EO.D., AEA,KTK, O.EA.,]J.A.O. and B.FO,; curation of
data: 0.0.0., EK.O.,, B.AIL,EOD, OMK, JK.O, TLA, AEA,KTK, OEA,]JA.O.
and B.FO.; data analysis: O.0.0., EX.O,, B.AL, EO.D, OMK, JKO., TILA, AEA,
K. TK., O.E.A,J.A.O. and B.EO,; resources: O.0.0.; writing—original draft preparation:
0.0.0.; writing—critical review, revised version, and re-editing: O.0.0. and S.F.; project
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administration: O.0.0. and E.K.O.; funding acquisition: O.0.0.; principal investigator:
0.0.0. The funders had no role in study design, data collection and analysis, decision
to publish, or preparation of the manuscript. All authors have read and agreed to the
published version of the manuscript.
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