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Table S1. Genotypic and allelic comparisons from observational studies with non-significant p-value (>0.05). 

Author, Year 
NO. 
of 

studies 
Gene/Variant Comparison OR (95% CI) p-value 

Mode
l Disease Ethnicity 

No. of 
Cases/Controls 

I2 
(%) 

I2 
(P) 

Egger’
s 
p-

value 

Cao Y, 2015 2 PTPN22 R624W A vs. G 1,94(0.64–5.85) 0.24 R ANCA myeloperoxidase 1399/9934 77 0.01  

Song GG, 2013 3 PTPN22 1858C/T T vs. C 0.482 0.216 F Vigitio Asian NA <50 >0.05 >0.05 

Lee YH, 2012 9 PTPN22 1858C/T T vs. C 1,046 0.786 R vasculitis Overall  1922/11505 66,8 0.002 0.634 

Lee YH, 2012 6 PTPN22 1858C/T T vs. C 1,104 0.551 R ANCA European  72,2 0.003 0.179 

Lee YH, 2012 2 PTPN22 1858C/T T vs. C 0.595 0.353 F ANCA-WG Overall  0 0.488 NA 

Tang S, 2012 2 PTPN22 1858C/T C vs T 0.727 >0.05  T1D Asia 358/319 NA NA >0.05 

Lea WW, 2011 1 PTPN22 1858C/T T vs. C 1,019 0.953 NA SLE Africna Americna  NA NA NA 

Lee YH, 2007 3 PTPN22 1858C/T T vs C 0.86 0.12  IBD Overall 3546/2779 0   

Lee YH, 2007 2 PTPN22 1858C/T T vs. C 0.92 0.45  Psoriasis Overall 1468/2380 0   

Lee YH, 2007 2 PTPN22 1858C/T T vs. C 1,11 0.44  MS Overall 998/1590 0   

Lee YH, 2007 2 PTPN22 1858C/T T vs. C 1,18 0.16  Celiac 
disease 

Overall 1686/2362 0   

Lee YH, 2007 2 PTPN22 1858C/T T vs. C 1,3 0.13  Addison's 
disease 

Overall 450/1336 50.7   

Hu LY, 2017 2 
PTPN22 

rs2476601 
T vs C 1,323 0.532  SLE Asian NA 0.00 0.953 1 

Hedioudje A, 2017 9   1,6 0.16 F UC Overall  6979/9715 32,2 0.16 0.49 

Luo L, 2012 4 PTPN22 1858C/T TT+TC vs CC 1.24(0.56,2.77) 1.00 R AITD Asian   >0.05 >0.05 

Luo L, 2012 2 PTPN22 1858C/T TT+TC vs CC 1.65(1.37,1.98) 0.11 R AITD UK   >0.05 >0.05 

Luo L, 2012 2 PTPN22 1858C/T TT+TC vs CC 1.39(0.88,2.20) 0.80 R AITD German   >0.05 >0.05 

Luo L, 2012 7 PTPN22 1858C/T TT+TC vs CC 1.31(0.78,2.21) 0.25 R 
Hashimoto’s 
thyroiditis 

Overall   >0.05 >0.05 



Lester S, 2013 5 PTPN22 1858C/T  1.31(0.90, 1.90) 0.11 R GCA Overall  1392/15943    

Zheng J, 2012 7 PTPN22 1858C/T T vs. C 0.96(0.87–1.05) 0.347  UC Overall     

Zheng J, 2012 2 PTPN22 1858C/T T vs. C 1.11(0.85–1.44) 0.442  MS Overall     

Zheng J, 2012 4 PTPN22 1858C/T T vs. C 1.12(0.97–1.29) 0.125  Celiac 
disease 

Overall     

Zheng J, 2012 3 PTPN22 1858C/T T vs. C 1.08(0.93–1.27) 0.306  Psoriasis Overall     

Li X, 2017  PTPN22 1858C/T  0.85(0.65-1.09) 0.20 R 
Ulcerative 

colitis 
Overall  72 0.003  

Chen YF, 2012  PTPN22 1858C/T  1.08(0.92–1.28) >0.05 R 
Early-onset 

psoriasis 
Overall  0.00 0.531  

Ortiz-Fernández L, 
2016 

4 PTPN22 1858C/T T vs. C 
0.723( 0.28-

1.87) 
0.504 R BD Overall  794/1876 69.1 0.021  

Diaz-Gallo, 2011 7 PTPN22 1858C/T T vs. C 0.98(0.85 1.15) 0.88 F UC Overall 5695/8766 NA NA  

Diaz-Gallo1, 2011b 8 PTPN22 1858C/T T vs. C 0.89 (0.72 -.12) 0.36 F SSc Caucasian 3422/3638 17.6 .29  

Diaz-Gallo1, 2011b 9 PTPN22 1858C/T T vs. C 
1.18 (0.96 - 

1.44) 
0.12 R 

Limited 
cutaneous 

SSc 
European 2546/4406 59.79 0.0109  

Diaz-Gallo1, 2011b 9 PTPN22 1858C/T T vs. C 1.09(0.94 -1.26) 0.28 F Difused European 1459/4406 0 0.44  

Diaz-Gallo1, 2011b 9 PTPN22 1858C/T T vs. C 
1.17(0.89 - 

1.55) 
0.26 R 

Anti-
topoisomeras

e antibody 
(ATA)-
positive 

European 834/4126 49.9 0.04  

Latiano, 2007 4 PTPN22 1858C/T T vs C NA 0.303 F IBD Overall 
2275 

(case+control) 
<51 >0.05  

Latiano, 2007 3 PTPN22 1858C/T T vs C NA 0.375 F UC Overall 1070 <53 0.99  

Meng X, 2017 3 PTPN22 1858C/T TT vs CC 
1.67 (0.39, 

7.06) 
>0.05 F 

Ankylosing 
Spondylitis 

Overall 418/1307 0.0 0.429  

de Lima SC, 2017 NA PTPN22 1858C/T Tvs.C 
2.04 (0.65–

6.44) 
0.22 F SLE African NA 61.77 0.1058  



de Lima SC, 2017 NA PTPN22 1858C/T Tvs.C 1.31 (0.55–3.07 0.54 F SLE Asian NA 0.000 0.9842  

Curtin K, 2007 2 PTPN22 1858C/T 
CC vs. 
CT+TT 

1.20 0.87–1.65 0.31  RF-   218/1621    

Agarwal S, 2017 3 PTPN22 1858C/T Tvs.C 0.59(0.26–1.32) 0.2 F Vigitilo Asian 570/674 0 0.78  

CI, confidence interval; OR, odds ratio. 

  



Table S2. Genotypic and allelic comparisons from GWAS studies not showing 95% CI. 

Author, Year NO. 
of studies 

Gene/Variant Comparison OR (95% CI) P-value Model Ethnicity No. of 
Cases/Controls 

Merkel PA, 2017 3 PTPN22 1858C/T T vs.C 1.36 1.77E-06  GPA vs controls 1,556/4,723 

Merkel PA,2017 3 PTPN22 1858C/T T vs.C 1.56 1.31E-03  MPA vs controls 236/4,723 

Merkel PA, 2017 3 PTPN22 1858C/T T vs.C 1.10 4.95E-01  GPA vs.MPA 1,556/236 

Merkel PA,2017 3 PTPN22 1858C/T T vs.C 1.33 3.19E-05  PR3-cANCA vs. 
controls 1,361/4,723 

Merkel PA,2017 3 PTPN22 1858C/T T vs.C 1.64 5.85E-06  MPO-pANCA vs. 
controls 

378/4,723 

Merkel PA,2017 3 PTPN22 1858C/T T vs.C 1.19 1.40E-06  PR3-cANCA vs 
MPO-pANCA 

1,361/378 

Bowes J, 2014 4 PTPN22 rs2476608 T vs.C 1.32 1.49E-09   3139/11 078) 

  



Table S3. PRISMA Checklist. 

Section/topic  # Checklist item  Reported 
on page #  

TITLE   
Title  1 Identify the report as a systematic review, meta-analysis, or both.  1 
ABSTRACT   
Structured summary  2 Provide a structured summary including, as applicable: background; objectives; data sources; study eligibility 

criteria, participants, and interventions; study appraisal and synthesis methods; results; limitations; conclusions and 
implications of key findings; systematic review registration number.  

3 

INTRODUCTION   
Rationale  3 Describe the rationale for the review in the context of what is already known.  4-5 
Objectives  4 Provide an explicit statement of questions being addressed with reference to participants, interventions, 

comparisons, outcomes, and study design (PICOS).  
5 

METHODS   
Protocol and registration  5 Indicate if a review protocol exists, if and where it can be accessed (e.g., Web address), and, if available, provide 

registration information including registration number.  
N/A 

Eligibility criteria  6 Specify study characteristics (e.g., PICOS, length of follow-up) and report characteristics (e.g., years considered, 
language, publication status) used as criteria for eligibility, giving rationale.  

5-8 
Figure 1 

Information sources  7 Describe all information sources (e.g., databases with dates of coverage, contact with study authors to identify 
additional studies) in the search and date last searched.  

6 

Search  8 Present full electronic search strategy for at least one database, including any limits used, such that it could be 
repeated.  

6-8 
Figure 1 

Study selection  9 State the process for selecting studies (i.e., screening, eligibility, included in systematic review, and, if applicable, 
included in the meta-analysis).  

6-8 
Figure 1 

Data collection process  10 Describe method of data extraction from reports (e.g., piloted forms, independently, in duplicate) and any processes 
for obtaining and confirming data from investigators.  

6, 8 



Data items  11 List and define all variables for which data were sought (e.g., PICOS, funding sources) and any assumptions and 
simplifications made.  

6, 8 

Risk of bias in individual 
studies  

12 Describe methods used for assessing risk of bias of individual studies (including specification of whether this was 
done at the study or outcome level), and how this information is to be used in any data synthesis.  

N/A 

Summary measures  13 State the principal summary measures (e.g., risk ratio, difference in means).  6, 8-9 
Synthesis of results  14 Describe the methods of handling data and combining results of studies, if done, including measures of consistency 

(e.g., I2) for each meta-analysis.  
8-9 
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Section/topic  # Checklist item  
Reported 
on page #  

Risk of bias across studies  15 Specify any assessment of risk of bias that may affect the cumulative evidence (e.g., publication bias, selective 
reporting within studies).  

N/A 

Additional analyses  16 Describe methods of additional analyses (e.g., sensitivity or subgroup analyses, meta-regression), if done, indicating 
which were pre-specified.  

N/A 

RESULTS   
Study selection  17 Give numbers of studies screened, assessed for eligibility, and included in the review, with reasons for exclusions at 

each stage, ideally with a flow diagram.  
10 

Study characteristics  18 For each study, present characteristics for which data were extracted (e.g., study size, PICOS, follow-up period) and 
provide the citations.  

10 

Risk of bias within studies  19 Present data on risk of bias of each study and, if available, any outcome level assessment (see item 12).  N/A 
Results of individual studies  20 For all outcomes considered (benefits or harms), present, for each study: (a) simple summary data for each 

intervention group (b) effect estimates and confidence intervals, ideally with a forest plot.  
10-25 
Table 1-9 

Synthesis of results  21 Present results of each meta-analysis done, including confidence intervals and measures of consistency.  10-25 
Table 1-9 

Risk of bias across studies  22 Present results of any assessment of risk of bias across studies (see Item 15).  N/A 
Additional analysis  23 Give results of additional analyses, if done (e.g., sensitivity or subgroup analyses, meta-regression [see Item 16]).  N/A 
DISCUSSION   



Summary of evidence  24 Summarize the main findings including the strength of evidence for each main outcome; consider their relevance to 
key groups (e.g., healthcare providers, users, and policy makers).  

25-29 

Limitations  25 Discuss limitations at study and outcome level (e.g., risk of bias), and at review-level (e.g., incomplete retrieval of 
identified research, reporting bias).  

29-30 

Conclusions  26 Provide a general interpretation of the results in the context of other evidence, and implications for future research.  30 

FUNDING   
Funding  27 Describe sources of funding for the systematic review and other support (e.g., supply of data); role of funders for the 

systematic review.  
31 

From:  Moher D, Liberati A, Tetzlaff J, Altman DG, The PRISMA Group (2009). Preferred Reporting Items for Systematic Reviews and Meta-Analyses: The PRISMA Statement. PLoS 
Med 6(7): e1000097. doi:10.1371/journal.pmed1000097. 
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