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Supplementary Figure S1. Expression of 10 selected miRNAs.

Violin plots indicating expression of each miRNA. Blue and red violins indicate
controls and ulcerative colitis (UC) patients, respectively. Thick dotted line, me-
dian; thin dotted line 25% and 75% quartiles. Y-axis is defined as logio(24€T). *p <

0.01, **p < 0.001, **p < 0.0001 versus control.
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Supplementary Figure S2. Receiver operating characteristic (ROC) curves for 10
individual miRNAs for distinguishing UC patients from controls.



Supplementary Figure 3

s 8%8 8888
84 8dga 3843
a2 Iy L2285 ¢ 100
€ & d & L& & & g L’
EEEESEEEEE .
: 1.0 R
miR-21-5p 80 ’
_— d
miR-142-3p 3 7
= 4
miR-146a-5p 0.5 >60- e
= s
miR-223-3p 2 L,
w ’
Let-7i-5p 0 % 40 e
miR-192-5p 2 ,f'
miR-194-5p 20 1’,
miR-200b-3p -05 A ,/' AUC =1.0
) 0- p < 0.001
miR-375-3p LI B L B B |
miR-4284 10 0 20 40 60 80 100

100-Specificity (%)

== UC (n=60)
=== Control (n=18)

Risk score

miR-21-5p
miR-146a-5p
Let-7i-5p
miR-142-3p
miR-223-3p
miR-192-5p
miR-194-5p
miR-200b-3p
miR-375-3p
miR-4284

Supplementary Figure S3. Diagnostic accuracy of 10-miRNA panel for identify-
ing UC patients.

(A) A correlation matrix displaying the Spearman’s rank correlation coefficient
for each pair of 10 miRNAs. (B) Receiver operating characteristic (ROC) curves
for detecting UC patients using 10-miRNA panel. Logit (risk score) = 1857.24 +
1471.51 x let-7i-5p — 83.19 x miR-142-3p + 170.29 x miR-146a-5p + 701.10 x miR-



192-5p - 528.76 x miR-194-5p + 471.34 x miR-200b-3p — 144.90 x miR-21-5p +
398.23 x miR-223-3p — 344.13 x miR-375-3p — 594.95 x miR-4284. (C) A waterfall
plot representing risk score of each patient. Red and blue columns indicate UC
patients and controls, respectively. A heat map illustrating the expression levels
of 10 miRNAs expressed differentially between UC patients and controls.



