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Figure S1. The representative results of the evaluation of tumor infiltrating immune cells with risk assessment model.

Table S1: Univariable and multivariable Cox regression analyses in KIRC.

o Univariate analysis Multivariate analysis
Characteristics
HR 95% ClI pvalue HR 95% ClI pvalue
Age 1.02926 1.01582-1.04287 0.00002 1.02803  1.01312-1.04316  0.00021
Gender 0.95679 0.69889-1.30986 0.78284 1.16609  0.83965-1.61943  0.35916
Grade 2.28613 1.86217-2.80660 0.00000 1.27487  1.00643-1.61489  0.04410
Stage 1.89681 1.65995-2.16747 0.00000 1.50680  1.29129-1.75829  0.00000

riskScore 1.27745 1.23578-1.32052 0.00000 1.20467  1.15751-1.25376  0.00000

In both univariable and multivariable Cox regression analyses, age, gender, grade, stage and riskScore, Expression were evaluated as continuous

variables. P < 0.05 was considered statistically significant in all analyses.

Table S2: The detail comparison results of correlation ship between tumour infiltrating immune cells and risk sore.

Immune cells Type Correlation p-value
B cell TIMER -0.1589881 0.00025125
Macrophage TIMER -0.1321237 0.00239478
B cell naive CIBERSORT -0.1729378 6.69E-05

B cell memory CIBERSORT 0.20900677 1.33E-06
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Table S3. The p value of comparing chemotherapeutics sensitivity and risk sore.

Drug p-value
Cisplatin 0.01
Gefitinib 0.022
KU.55933 1.1e-9
Paclitaxel 2.6e-9
Sorafenib 0.74




Sunitinib 2.7e-11




