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Figure S1. Volcano plots based on
p-values and fold-changes
produced by Limma. The volcano
plot shows the relationship between
the p-values of Limma included
statistical test and the magnitude of
the difference in expression values
of the samples in the groups. On the
y-axis, the -logi p-values are
plotted, while the log: of the values
in the “fold change” (or “Weighted
fold change”) are plotted one the x-
axis. The larger the difference in
expression of a gene, the more
extreme it's point will lie on the x-
axis. The more significant the
difference, the smaller the p-value
and thus the higher the -logio(p)
value. Thus, points for genes with
highly significant differences lie
high in the plot, and it is clear that
many analyzed genes differ before
and after applied treatment.




