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Figure 1. Overview of the experimental procedures. Two cohorts of female WT and PON2-def mice
were investigated in this study. For cohort #1, 2-month-old female WT and PON2-def mice (1 =10
per group) were fed an obesifying diet (D12266B, Research Diets) for 8 weeks before euthanasia.
The phenotypes collected include body weight (BW) and NMR for body composition at 0, 2, 4, 6,
and 8 weeks; intraperitoneal glucose tolerance test (IPGTT) at week 7; weights of four major fat
pads, gonadal, mesenteric, retroperitoneal, and subcutaneous fat pads, adipocyte size, weight, and
number of subcutaneous fat pads, plasma lipid, glucose, and insulin levels at week 8. Data
presented in Figure 1 and Table 1 are from cohort #1. For cohort #2, 2-month-old female WT and
PON2-def mice (n = 6 per group) were fed an obesifying diet (D12266B, Research Diets) for 8 weeks
before euthanasia. The phenotypes collected include body weight (BW) at 0, 2, 4, 6, and 8 weeks;
daily food consumption between week 1 and week 2; metabolic chamber (MC) study at week 2,
oxygen consumption rate of WAT, BAT, and skeletal muscle at week 8. Gene expression analysis of
subcutaneous fat pads and BAT at week 8. Data presented in Figures 2 and 3 are from cohort #2.

Table S1. qPCR primers used in the study.

Name Sequence
Cidea-F AACCATGACCGAAGTAGCCG
Cidea-R CCAGGCCAGTTGTGATGACT
ElovI3-F TCCGCGTTCTCATGTAGGTCT
ElovI3-R GGACCTGATGCAACCCTATGA
Pgcla-F TGAAAAAGCTTGACTGGCGTC
Pgcla-R CCGATTGGTCGCTACACCAC
Prdm16-F |GCCATGTGTCAGATCAACGA
Prdml16-R |CCTTCTTTCACATGCACCAA
Rpll3a-F CCCTCCACCCTATGACAAGA
Rpl13a-R TTCTCCTCCAGAGTGGCTGT
Ucpl-F GGCCTCTACGACTCAGTCCA
Ucpl-R TAAGCCGGCTGAGATCTTGT




