Identification and Functional Validation of Two
Novel Antioxidant Peptides in Saffron
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Figure S1. Saffron Protein mass spectrometry
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Figure S2. (A-B) Chromatographic diagram (A) and mass-spectrogram (B) of DGGSDYLGK;
(C-D) Chromatographic diagram (C) and mass-spectrogram (D) of VDPYFNK



