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-700 GTAATCCCAACACTTTGGGAGGCCGAGGCGGGTGGATCACTAGGTCCGGAGATCGAGACC
-640 ATCCTGGAAAACACAGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGT
-580 AGTGGTGGGTGCCTGTAGTCCCAGCTACTCCGAAGGCTGAGGCAGGAGAATGGCGTGAAC
-520 CCGGGAGGCGGAATTTGCAGTGGGCCGAGATCGCGCCACTGCACTCCAGCCTGGGCGACA
-460 GAGTGAGACTCCGTCTCAAAAAAAAAAAAAAAATAAATAAATAAAAAATAAATAAAAGGA
-400 AGTGACACTGGATAATTAAGAGACACACCATTGCGCCTTTAACACATATTCACACCCAGC
-340 ACTGTCACATCCATCGTGCCTTGAGGACAGGCATAAATTTACGGCCTTCCTCCTGLGCTC
-280 CCGGCCTGCTCCTAGCCTTTGACTAGAGCCTGCGCAGCATCCCAGTCCCAGGCTAGGGCC
-220 CACCGGTGCCGCGCAGCCTCCTGGAAGCTGTGGGGAGTAGCGTTCCTCCGCTCCAGAACT
-160 ACAACTCCCAGCAGGCCTTGCTCCTCTCCACCTCCCTCGCAGCGCATGGLCTGCCGGGAG
-100 GGGGCAGGTAGCCGGCGGGCCCGGTCCAATGGGTGCCGGCTTCCGAGGAGAGGGLCGGAGG

-040 AGAGGAGGAAGGAGGCGAACTGTGGGCCCCGGCCCCATTC

Fig. S1. The NFAT binding site in the DNMLI1L_1 promoter. The NFAT binding site in
the DNMLIL 1 promoter is shown. The yellow shaded box represents the consensus

sequences of NFATCI.



130kDa
93 kDa

1F
53kDa
Cleaved g-—--=——-————-1 41 kDa
caspase-9 | = W W ?
2B
NFATC1 g
/
2D
NFATC1

1F 1F 1E
30 kDa
Bax [S e = I}UkDa BCI-2  Jum v wn o)
[t &4 48 I -actin 41kDa
I B-actin |y e we
| 22 kDa 22kba 30 kDa
-
2B 2B
130kDa
P-NFATC |ee———— 93 kDa
(Ser172)
B-actin 41kDa
| 30 kDa
2D
130kDa
93 kDa Lamin Alc i -} 70kDa
H !.! ' . ils3k0a

2D

B-tubUIin | ——————— — i
I

-70

| 53

- 41

kDa

kDa

kDa

Fig. S2. Full-length gel images for key data in figures 1F-2D. All western blot images are

full-length blot images of key blot data in the figures 1F-2D. Dash line box indicates cropped

blot image in the figures 1F-2D.
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Fig. S3. Full-length gel images for key data in figures 3A-3G. All western blot images are
full-length blot images of key blot data in the figures 3A-3G. Dash line box indicates cropped
blot image in the figures 3A-3G.
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Fig. S4. Full-length gel images for key data in figures 4D-7D. All western blot images are
full-length blot images of key blot data in the figures 4D-7D. Dash line box indicates cropped

blot image in the figures 4D-7D.



Table. S1. Sequences of primers used for real-time PCR

Gene | Identification Sequence (5'-3") ?I;S Arfsrenssécr)n
DRPI Sense | CAGTGTGCCAAAGGCAGTAA

Antisense | GATGAGTCTCCCGGATTTCA | 212 | XM 034370716.1
FISI Sense | CTTGCTGTGTCCAAGTCCAA

Antisense | CCACAGCCCCGTTTTATTTA | 215 | XM 054356644.1
MFNI | Sense | TTGGAGCGGAGACTTAGCAT

Antisense | TTCGATCAAGTTCCGGATTC | 103 | NM.033540.3
OPAl Sense | GGCCAGCAAGATTAGCTACG

Antisense | ACAATGTCAGGCACAATCCA | % | NM_015603
ACTB | Sense | CCACCATGTACCCTGGCATT

Antisense | CGGACTCGTCATACTCCTGe | '8 | NM_OOLOLS




