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Explanation of Tazt Results
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I:l The submitted sample profile is hurnan, but not a match for any profile in the ATCC 5TR database.
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Supplementary Figure S1: Cell line authentication (Clone 695)
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Supplementary Figure S2. Oncomine TCGA analysis of PCa patients in varying stages of tumor progression.
TFAM mRNA expression at varying Gleason scores and Disease free percentage of patients with TFAM mRNA
expression cut off at 4.71



A. Imaris Algorithm for mitochondrial
segmentation

[Enable Region Of Interest = false

[Enable Region Growing = true

[Enable Tracking = false

IEnable Classify = true

[Enable Shortest Distance = false

[Source Channel]

Source Channel Index =2

IEnable Smooth = true

Surface Grain Size = 0.153 um

[Enable Eliminate Background = false

IDiameter Of Largest Sphere = 0.572 um

[Threshold]

IEnable Automatic Threshold = false

IManual Threshold Value = 123.967

IActive Threshold = true

IEnable Automatic Threshold B = true

IManual Threshold Value B = 576.546

IActive Threshold B = false

Region Growing Estimated Diameter = 0.200 pm

[Filter Seed Points]

"Quality" above 10.2

[Filter Surfaces]

"Number of Voxels Img=1" above 10.0

Supplemental Figure S3: A) Automated
algorithm generated by Imaris software
for segmentation of mitochondrion. B)
Individual segmented mitochondrion.
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PC3

A. Mitochondrial Proteins in RT-derived EVs
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B. Total loading proteins (1ug/ul) in RT-derived EVs and H,0,-derived EVs
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Supplemental Figure S4: A)
Expressions of mitochondrial
proteins in EVs isolated from
post-RT PC3 cells. B) Total
protein loading (lug/ul) of
each representative sample.
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