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Table 3. OMSW. Replicate 1.
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Exoglucanase 1

Exoglucanase 1

Probable beta-
glucosidase L
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Table 7. GP. Replicate 1.
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glucosidase M

Probable beta-

glucosidase A

Probable beta-

glucosidase A

Probable beta-

glucosidase A

Probable beta-

glucosidase A

Probable beta-

glucosidase A

Probable beta-

glucosidase M

Probable beta-

glucosidase M

Probable beta-

glucosidase M

Probable beta-

glucosidase M

Probable beta-

glucosidase M

Probable beta-

glucosidase M

Probable beta-

glucosidase G

Genus

Trichod
erma
Trichod
erma
Magna
porthe

Arthrod
erma

Neosart
orya
Neosart
orya
Aspergi
Ius
Emerice
lla
Neosart
orya
Neosart
orya
Aspergi
lus
Aspergi
lus
Neosart
orya
Neosart
orya
Neosart
orya
Aspergi
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Table 8. GP. Replicate 1.
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