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Figure S2. Beta diversity of Cluster 1 versus Cluster 2 (Denovo clustering): (S2 FigA) The
Unifrac distances between Cluster 1 (39 subjects) and Cluster 2 (28 subjects) using principal
coordinate analysis (PCoA). (S2 FigB) The linear discriminant analysis (LDA). (S2 FigC) The
effect size (LEfSe) analysis. S2 FigB and S2 FigC indicate the higher difference between clades of
Cluster 1 and Cluster 2. (S2 FigD) The plot of top 15 relative bacterial abundances at the family
level.



