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Figure S1. Topographic image and corresponding height analysis of virus and control 
surface. (a) SARS-CoV-2 gamma irradiated. (b) SARS-CoV-2 heat inactivated and (c) Control 
surface. Scan size for viruses - 3µm X 3µm, control – 500nm X 500nm 
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Figure S2. Adhesion and representative force–distance curves (retracted portion only) of 
irradiated SARS-CoV-2. (a) COO- -terminated probe and (b) NR4

+ -terminated probe, recorded 
in 20 mM citrate (pH 4-6) or phosphate buffers (pH 7). Each figure represents 450 F–D curves. 
 
 
 
 
 
Table S1: Surface hydrophobicity comparison among the WT and VOI 

Pango Lineage PDB Total Surface Residues Hydrophobicity 

WT 
(Natural variant) 

6VSB 2454 29 

B.1.1.7 
(UK variant) 

7LWV 2089 -146 

B.1.351 
(South Africa variant) 

7LYQ 1992 -191 

The surface residues of the WT and VOI were found by in PyMol using ‘findSurfaceResidue’ 
script. Surface hydrophobicity was calculated by summing the individual hydrophobicity values 
of residues assigned as per the Eisenberg hydrophobicity scale.   
 
 
 
 



 

 
 
Figure S3. Surface characteristics of S-proteins of WT and VOI. (A)Surface residues 
(marked in red) (B) Surface hydrophobicity map of S-proteins.  
 


