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Table S1. Project information of the draft genome sequences of the strains.

Property Strain S3 Genome Strain S6 Genome
Sequencing platforms [Nlumina MiSeq, HiSeq 2500 [Mumina MiSeq, HiSeq 2500
Libraries used 2- 250-bp 2- 250-bp
Mean coverage 209X 155X
Assembly Method SPAdes v. 3.9.0 SPAdes v. 3.9.0
BIOPROJECT PRJNA700080 PRJNA700080
BioSample SAMN17823213 SAMN17823214
Source Material Identifier Soil and grapes samples Soil and grapes samples
Project relevance Agriculture Agriculture
GenBank ID JAFETMO000000000 JAFETL000000000
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Figure S1. Proportion of different structure in a fatty acid profile of isolated strains.
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Subsystem Information

Subsystem Statistics Features in Subsystems

Subsystem Coverage Subsystem Category Distribution Subsystem Feature Counts

Cofactors, Vitamins, Prosthetic Groups, Pigments (149)
Cell wall and Capsule {83)

Virulence, Disease and Defense (38)
Potassium metabolism (3)
Photosynthesis (0)

Miscellaneous (24)

Phages, Prophages, Transposable elements, Plasmids {19)
Membrane Transport (42)

Iron acquisition and metabolism (24)
RMNA Metabolism (56)

Nucleosides and Nucleotides (100)
Protein Metabolism (195)

Cell Division and Cell Cycle (&)

Motility and Chemotaxis (44)

Regulation and Cell signaling (27)
Secondary Metabolism (6)

DMA Metabolism (66)

Fatty Acids, Lipids, and Isoprenoids (55)
Nitrogen Metabolism (21)

Dormancy and Sporulation {91)
Respiration {40)

Stress Response (45)

Metabolism of Aromatic Compounds (14)
Amino Acids and Derivatives (300)
Sulfur Metabaolism (6]

Dhrnhm—uc Matzhaliem (171

B. velezensis S3

Subsystem Statistics Features in Subsystems

Subsystem Coverage Subsystem Category Distribution Subsystem Feature Counts

Cofactors, Vitamins, Prosthetic Groups, Pigments (152)
Cell wall and Capsule {26)

Virulence, Disease and Defense (42)
Potassium metabolism (17)
Photosynthesis (0)

Miscellaneous (18)

Phages, Prophages, Transposable elements, Plasmids {16)
Membrane Transport {120)

Iron acquisition and metabolism (37)
RMNA Metabolism (57)

Nucleosides and Nucleotides (74)
Protein Metabolism (233)

Cell Division and Cell Cycle (7)

Motility and Chemotaxis (25)

Regulation and Cell signaling (52)
Secondary Metabolism (5)

DNA Metabolism (79)

Fatty Acids, Lipids, and Isoprenocids (46)
Nitrogen Metabolism (33)

Dormancy and Sporulation (1)
Respiration (97)

Stress Response (91)

Metabolism of Aromatic Compounds {30)
Amino Acids and Derivatives (334)
Sulfur Metabolism (22)

Phosphorus Metabolism (29)
Carbohydrates (204)

E. cloacae S6
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Figure S2. Subsystem information of the strain B. velezensis S3 and E. cloacae S6 and predicted by SEED viewer, most of
which were involved in amino acids and derivatives synthesis, carbohydrate metabolism, cofactors, vitamins, prosthetic
groups and pigment formations, and stress response.



