Table S1. Overview of the number of experimental bees at risk (alive), the cumulative number of dead bees and the cumulative number of censored bees at
day0, 6, 7,11, 12, 30, and 31 of the experiment according to source colony, cage and experimental treatment.

Colony Cage Treatment Number of bees at risk (alive) Cumlative number of dead bees Cumlative number of censored bees

Day o 6 7 11 12 30 31 [ 6 7 11 12 30 31 [ 6 7 11 12 30 31
cs.1 Cc1 microbiota+ | virus- 18 18 15 15 12 6 6 0 0 [ 0 0 6 7 0 3 3 6 6 6 11
5.1 c2 microbiota+ | virus- 18 17 14 14 11 8 0 1 1 1 1 4 4 0 3 3 6 6 6 14
5.1 c microbiota+ | virus- 18 18 15 15 12 10 10 0 0 0 0 0 2 3 0 3 3 6 6 6 15
5.1 c4 microbiota+ | virus- 18 18 14 14 11 10 10 0 1 1 1 1 2 2 0 3 3 6 6 6 16
CG1 H1 microbiota+ | virus- 18 18 15 15 12 9 7 0 0 0 0 0 3 6 0 3 3 6 6 8 12
CGl H2 microbiota+ | virus- 18 18 15 15 12 10 9 0 0 0 0 0 3 4 0 3 3 6 6 6 14
CG1 H3 microbiota+ | virus- 18 17 11 10 8 4 3 0 1 1 2 2 7 7 0 6 6 8 8 8 11
CG1 Ha4 microbiota+ | virus- 18 18 14 14 11 6 6 0 0 0 0 0 5 5 0 4 4 7 7 7 13
5.1 D1 microbiota+ |virus + 18 18 15 15 12 5 5 0 0 0 0 0 7 8 0 3 3 6 6 6 10
5.1 D2 microbiota+ |virus + 18 16 13 12 10 3 1 0 2 3 3 3 12 12 0 3 3 5 5 5 6
5.1 D3 microbiota+ |virus + 18 17 15 14 11 1 0 0 0 [ 1 1 12 12 0 3 3 6 6 6 6
5.1 D4 microbiota+ |virus + 18 18 14 14 11 6 6 0 1 1 1 2 6 6 0 3 3 6 6 6 12
CGl Gl microbiota+ |virus + 18 18 15 15 12 2 1 0 0 0 0 0 11 12 0 3 3 6 6 6 6
CG1 G2 microbiota+ |virus + 18 18 15 15 12 1 1 0 0 0 0 0 1 12 0 3 3 6 6 6 6
CG1 G3 microbiota+ |virus + 18 18 15 14 11 1 1 0 0 0 1 1 11 12 0 3 3 6 6 6 6
CGl G4 microbiota+ |virus + 18 18 14 14 11 2 2 0 0 0 0 0 9 10 0 4 4 7 7 7 8
5.1 Al microbiota- |virus- 18 17 14 12 10 6 6 0 1 1 3 3 7 7 0 3 3 5 5 5 11
5.1 A2 microbiota- |virus- 18 16 12 12 10 3 2 0 2 2 2 2 10 10 0 4 4 6 6 6 8
cs.1 A3 microbiota- |virus- 18 18 15 14 11 8 8 0 0 0 1 1 4 4 0 3 3 6 6 6 14
5.1 A4 microbiota- |virus- 18 17 14 14 11 11 11 0 1 1 1 1 1 1 0 3 3 6 6 6 17
CG1 El microbiota- |virus- 18 18 15 14 11 2 2 0 0 0 1 1 10 10 0 3 3 6 6 6 8
CG1 E2 microbiota- |virus- 18 18 15 15 12 3 3 0 0 [ 0 0 9 11 0 3 3 6 6 6 7
CGl E3 microbiota- |virus- 18 18 15 15 12 6 5 0 0 0 0 0 7 11 0 3 3 6 6 6 7
CG1 E4 microbiota- |virus- 18 18 15 14 11 7 7 0 0 0 1 1 5 8 0 3 3 6 6 6 10
5.1 B1 microbiota- |virus+ 18 15 13 13 10 1 1 0 3 3 3 4 12 12 0 2 2 5 5 5 6
cs.1 B2 microbiota- |virus+ 18 18 15 13 10 0 0 0 0 1 2 2 12 12 0 3 3 6 6 6 6
5.1 B3 microbiota- |virus+ 18 17 13 13 10 3 1 0 2 2 3 4 12 12 0 3 3 5 5 5 6
5.1 B4 microbiota- |virus+ 18 17 14 12 10 2 1 0 1 2 2 2 1 12 0 3 4 6 6 6 6
CG1 F1 microbiota- |virus+ 18 18 15 14 11 0 0 0 0 0 1 1 12 12 [ 3 3 6 6 6 6
CG2 F2 microbiota- |virus+ 18 18 15 14 1 0 0 0 0 1 12 12 13 13 0 3 3 5 5 5 5
CG1 F3 microbiota- |virus+ 18 18 15 15 12 2 2 0 0 0 0 10 11 0 3 3 6 6 6 7
CG1 F4 microbiota- |virus+ 18 18 15 15 11 1 1 0 0 0 1 1 12 0 3 3 6 6 6 6

Total 576 562 459 444 342 139 126 0 16 20 43 47 257 280 0 101 102 191 191 193 296



