
Table S3. Output of linear mixed effects models for the bacterial abundance of specific members of the bee gut microbiota (G. apicola, F. perrara, S. alvi, B. 
apis, B asteroids, Lactobacillus Firm-4, Lactobacillus Firm-5) or universally all bacteria (16S). Listed are estimates, confidence intervals (CI) and associated p-
values for the predictors in the models, random effects variances (between groups: σ2 and within-groups: τ00), intraclass correlation coefficient (ICC), 
number of groups, number of observations, marginal and conditional R2 as well as post-hoc tests (Westfall corrected) between predictor levels. 

 


