
  Supplemental Figure S1. Taxonomic profiles at the phylum (a) and family (b) levels of the relative 
bacterial abundance of the rumen at lairage and slaughter of Angus steers (n=15). 

0%

10%

20%

30%

40%

50%

60%

70%

80%

90%

100%

Lairage Slaughter

Phylum Level Other Phyla
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Family Level
Other Families
Order Rickettsiales
Fibrobacteraceae
Enterobacteriaceae
Order YS2
Christensenellaceae
Pirellulaceae
BS11
Porphyromonadaceae
Mogibacteriaceae
Peptococcaceae
Verrucomicrobiaceae
Coriobacteriaceae
Methanobacteriaceae
Succinivibrionaceae
Streptococcaceae
Rikenellaceae
Erysipelotrichaceae
Spirochaetaceae
F16
RF16
Veillonellaceae
Lactobacillaceae
Bifidobacteriaceae
S24-7
Turicibacteraceae
Paraprevotellaceae
Order Bacteroidales
Order Clostridiales
Clostridiaceae
Bacteroidaceae
Peptostreptococcaceae
Lachnospiraceae
Ruminococcaceae
Prevotellaceae
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