Supplemental Table S1: Viral genome loads (Cg-values) of different capripox virus strains in different media after thermal
treatment.

LSDV vaccine strain "Neethling" | LSDV field strain "Macedonia2016" | GTPV field strain "V/103" | SPPV vaccine strain "V/104"

Cg-value Cg-value Cg-value Cg-value
# PBS ZB FCS # PBS ZB FCS # PBS ZB FCS # PBS ZB FCS
120 min 4°C 120 min 4°C 120 min 4°C 120 min 4°C

Start 205 205 205 Start 21.0 20.7 204 | Start 23.1 23.0 229 | Start 237 23.2 23.2
#1 20.2 203 19.7 #1 20.0 19.7 18.2 #1221 211 210 #1 250 248 231
#2 224 217 214 #2 211 21.8 20.7 #2224 227 220| #2 259 253 243
#3 201 201 201 #3 19.5 19.5 19.3 #3 225 228 229 #3 26.0 25.8 244

5 min 56°C 5 min 56°C 5 min 56°C 5 min 56°C
Start 205 201 20.2 Start 20.9 20.4 20.2 | Start 23.1 225 22.6| Start 240 23.6 233
#1 203 206 20.2 #1 20.2 20.8 19.1 #1224 221 212 | #1 231 233 218
#2 224 231 220 #2 20.5 21.3 21.9 #2 232 227 225| #2 263 261 235
#3 203 21.0 200 #3 20.6 22.0 221 #3 230 227 221| #3 264 251 243

10 min 56°C 10 min 56°C 10 min 56°C 10 min 56°C
Start 205 20.5 209 Start 20.7 20.3 21.1 | Start 23.1 22.7 234 Start 23.8 234 235
#1 213 221 235 #1 241 25.7 22.7 #1 238 226 210| #1 26.1 26.2 225
#2 215 205 221 #2 225 223 223 #2 227 23.0 243| #2 263 255 24.2
#3 209 21.8 215 #3 22.7 225 20.1 #3 226 223 224 #3 224 224 237

30 min 56°C 30 min 56°C 30 min 56°C 30 min 56°C
Start 211 194 202 Start 20.6 20.7 22.1 | Start 23.2 233 23.7| Start 235 23.8 242
#1 27.4 27.6 28.3 #1 28.6 27.7 29.2 #1 285 27.3 287 #1 27.2 270 27.6
#2 31.1 30.8 31.1 #2 31.4 31.3 31.4 #2 30.8 29.6 30.0 #2 294 291 291
#3 336 332 351 #3 34.8 33.8 34.7 #3311 322 319 #3 313 314 311

60 min 56°C 60 min 56°C 60 min 56°C 60 min 56°C
Start 203 202 219 Start 20.7 20.6 22.4 |Start 235 233 249 Start 235 234 241
#1 28.0 280 276 #1 28.5 28.3 29.5 #1 286 279 285| #1 274 272 278
#2 31.2 305 306 #2 31.9 313 31.4 #2 311 30.0 295 | #2 289 281 285
#3 344 33.0 337 #3 355 33.7 35.0 #3341 329 320 #3 313 31.8 316

120 min 56°C 120 min 56°C 120 min 56°C 120 min 56°C
Start 208 205 215 Start 211 21.2 23.0 | Start 23.2 23.4 254 Start 23.6 235 246
#1 280 28.0 284 #1 28.7 283 29.4 #1291 281 286 | #1 27.2 273 277
#2 31.0 303 306 #2 31.8 30.2 31.6 #2 30.2 30.0 29.7| #2 288 28.1 285
#3 341 331 333 #3 353 33.7 35.8 #3  33.7 316 320| #3 313 314 314

5 min 60°C 5 min 60°C 5 min 60°C 5 min 60°C
Start 204 199 203 Start 20.8 20.4 20.5 | Start 22.0 229 233 | Start 235 234 235
#1 27.4 27.4 28.3 #1 28.3 28.8 29.4 #1 28.1 28.0 284 #1 275 271 275
#2 26.2 30.4 28.0 #2 31.4 31.0 28.9 #2 30.6 29.7 26.1 #2 29.3 289 283
#3 193 221 201 #3 25.1 34.3 17.8 #3336 320 227 #3 31.7 312 315

10 min 60°C 10 min 60°C 10 min 60°C 10 min 60°C
Start 205 199 209 Start 20.6 20.2 21.3 | Start 23.1 226 23.5| Start 234 232 236
#1 269 275 283 #1 28.7 28.5 30.2 #1 283 275 288 #1 27.0 271 278
#2 30.3 308 301 #2 31.8 31.0 31.8 #2 311 29.2 294 | #2 283 278 284

#3 34.6 33.9 335 #3 354 33.6 34.1 #3 332 323 321 | #3 316 314 317

# displays cell culture passage



Supplemental Table S2: Viral genome loads (Cg-values) of the used PCPV isolate in different media after thermal treatment.

Parapox bovis 2 (PCPV)

Cg-value Cg-value

# PBS ZB FCS # PBS ZB FCS

120 min 4°C
Start 25.2 25.2 25.0
#1 199 204 20.3
#2 207 219 21.8
#3  21.7 218 21.7
5 min 56°C 5 min 60°C
Start 25.3 25.1 24.1|Start 25.3 24.6 243
#1 19.7 204 204 #1 20.6 21.5 19.9
#2 209 21.1 20.3| #2 214 212 213
#3 215 213 213 #3 215 20.8 20.8
10 min 56°C 10 min 60°C
Start 25.0 24.5 24.5|Start 25.2 24.8 245
#1 195 199 19.6| #1 24.1 249 247
#2 208 206 21.6( #2 211 21.8 216
#3 212 211 216 #3 20.7 209 215
30 min 56°C 30 min 60°C
Start 25.1 24.6 25.2|Start 24.7 23.7 24.7
#1 23.0 239 216 #1 29.2 30.1 29.2
#2 212 215 21.0( #2 322 323 33.0
#3 219 214 213 #3 354 346 355
60 min 56°C 60 min 60°C
Start 25.3 24.6 25.4|Start 24.6 241 254
#1 28.0 27.6 25.8( #1 29.1 29.7 29.0
#2 199 19.2 203 #2 32.7 32.8 329
#3 214 211 208 #3 37.5 348 35.1
120 min 56°C 120 min 60°C
Start 25.4 249 26.4|Start 24.6 242 25.7
#1 30.5 309 31.3( #1 29.2 284 294
#2 32,6 334 26.0( #2 322 323 328
#3 35.7 36.8 20.5( #3 349 34.1 noCq
180 min 56°C 180 min 60°C
Start 24.9 24.5 26.3|Start 24.6 245 26.1
#1 29.4 294 303 #1 29.1 295 293
#2 323 31.7 323 #2 323 321 328
#3 35.8 352 35.1( #3 350 346 36.3
240 min 56°C 240 min 60°C
Start 24.6 25.1 26.5|Start 24.4 24.7 26.1
#1 29.2 299 30.0( #1 29.1 30.0 29.6
#2 324 313 327 #2 324 325 331
#3 37.1 347 36.3| #3 36.2 37.0 36.3

# displays cell culture passage




Supplemental Table S3: Uninfected cell culture served as negative control during passaging of heat-treated virus suspensions.
Both the pan-capripox and the Parapox-B2L real-time qPCR assays were used to detect possible contaminations during
passaging or molecular analyses of samples. Internal control DNA (EGFP) served as control for successful DNA extraction.

Cell culture control

Cq value

pan Capri-p32-Mix1-Taq-FAM #1 #2 #3

MDBK control 1 noCq | noCq | noCq
MDBK control 2 noCq | noCq | noCq
MDBK control 3 noCq | noCq | noCq
EGFP-Mix1(5)-HEX (capripox) #1 #2 #3

MDBK control 1 27.9 26.5 27.9
MDBK control 2 28.0 26.6 27.8
MDBK control 3 27.8 27.0 27.7
Parapox-B2L-Mix-MGB-FAM #1 #2 #3

MDBK control 1 noCq | noCq | noCq
MDBK control 2 noCq | noCq | noCq
MDBK control 3 noCq | noCq | noCq
EGFP-Mix1(5)-HEX (parapox) #1 #2 #3

MDBK control 1 26.4 25.8 26.3
MDBK control 2 26.1 24.9 26.2
MDBK control 3 26.5 25.2 26.3

pan Capri-p32-Mix1-Taq-FAM #1 #2 #3

SFT-R control 1 noCq | noCq | noCq
SFT-R control 2 noCq | noCq | noCq
SFT-R control 3 noCq | noCq | noCq
EGFP-Mix1(5)-HEX (capripox) #1 #2 #3

SFT-R control 1 27.7 27.1 27.6
SFT-R control 2 28.0 27.1 27.7
SFT-R control 3 28.0 27.3 27.9
Parapox-B2L-Mix-MGB-FAM #1 #2 #3

SFT-R control 1 noCq | noCq | noCq
SFT-R control 2 noCq | noCq | noCq
SFT-R control 3 noCq | noCq | noCq
EGFP-Mix1(5)-HEX (parapox) #1 #2 #3

SFT-R control 1 26.5 25.7 26.1
SFT-R control 2 26.3 26.2 26.1
SFT-R control 3 26.5 25.8 26.1

# displays cell culture passage



