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Bl transfer RNAs: C(gca), D(gtc), E(ttc), F(gaa), H(gtg), I(gat), K(ttt), L(taa), L(tag), 3xM(cat), N(gtt), P(tgg), Q(ttg), R(tct), S(gct), S(tga), V(tac), W(tca), Y(gta)
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