
Figure S1 – Results of the quantitative PCR on the 16S rRNA gene.
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[bookmark: _Hlk522793235]Figure S2 – Rarefaction curve calculated at genus level.
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[bookmark: _GoBack]Figure S3 – Taxonomic composition at phylum (A), class (B), order (C) and family (D) level of the microbial communities enriched during the in vitro trial. Average abundances are reported for each tested condition. Only the groups with an average relative abundance of 1% (or higher) in at least one condition are reported.
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