[bookmark: _GoBack]Table S5. Correlation between DMA and bacterial genus of interest (only correlation for P  0.05 are reported).
	DMA
	diet C
	C1
	diet T
	C1
	diet G
	C1
	diet V
	C1

	DMA-12:0
	
	
	Bibersteinia
	+
	Alloprevotella
	+
	Lysinibacillus
	+

	
	
	
	Mannheimia
	+
	Prevotella
	+
	Ruminobacter
	+

	
	
	
	
	
	
	
	Streptococcus
	-

	DMA-13:0
	Acinetobacter
	+
	Selenomonas
	-
	Paraprevotella
	-
	
	

	
	Succiniclasticum
	-
	
	
	
	
	
	

	DMA-14:0
	Alloprevotella
	+
	Desulfovibrio
	-
	Succiniclasticum
	+
	Bibersteinia
	-

	
	
	
	Escherichia/Shigella
	-
	Treponema
	+
	Mannheimia
	-

	DMA-16:1
	Fusobacterium
	+
	Pseudobutyrivibrio
	-
	Succiniclasticum
	+
	Bacteroides
	-

	
	Selenomonas
	-
	
	
	Treponema
	+
	Fusobacterium
	-

	DMA-17:0
	Methanomassiliicoccus
	+
	
	
	Fusobacterium
	+
	Fusobacterium
	-

	
	
	
	
	
	Mannheimia
	+
	
	

	
	
	
	
	
	Paraprevotella
	-
	
	

	DMA-18:0
	Methanomassiliicoccus
	-
	
	
	
	
	Anaerovibrio
	+

	
	Pseudobutyrivibrio
	+
	
	
	
	
	Campylobacter
	-

	
	
	
	
	
	
	
	Desulfovibrio
	-

	
	
	
	
	
	
	
	Saccharofermentans
	-

	DMA-18:1c9
	Succiniclasticum
	-
	
	
	Streptococcus
	+
	Methanomassiliicoccus
	+

	
	
	
	
	
	
	
	Succinivibrio
	+

	DMA-18:1t
	Bibersteinia
	-
	
	
	
	
	Bibersteinia
	-

	
	Saccharofermentans
	+
	
	
	
	
	Mannheimia
	-

	DMA-18:2
	
	
	
	
	Pseudobutyrivibrio
	+
	Escherichia/Shigella
	+

	
	
	
	
	
	
	
	Lysinibacillus
	+

	
	
	
	
	
	
	
	Pyramidobacter
	-

	
	
	
	
	
	
	
	Streptococcus
	-

	DMA-a17:0
	Anaerovibrio
	-
	Alloprevotella
	-
	
	
	Methanomassiliicoccus
	+

	
	Bibersteinia
	-
	
	
	
	
	Succinivibrio
	+

	
	Saccharofermentans
	+
	
	
	
	
	
	

	DMA-i14:0
	
	
	Desulfovibrio
	-
	Succiniclasticum
	+
	Bibersteinia
	-

	
	
	
	
	
	Treponema
	+
	Mannheimia
	-

	DMA-i15:0
	
	
	Desulfovibrio
	-
	
	
	Fusobacterium
	-

	
	
	
	Escherichia/Shigella
	-
	
	
	
	


1Correlation: +, positive; -, negative.
