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Supplementary Figures: 

Figure S1. Krona charts illustrating the bacterial community composition of (a) the rumen samples and (b) the 

manure samples from three individuals on phylum, class, order and family levels. 

Figure S2. Krona charts illustrating the methanogenic community composition of (a) the rumen samples and 

(b) the manure samples from three individuals on phylum, class, order and family levels. 
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Figure S2. Krona charts illustrating the methanogenic community composition of (a) the rumen samples and 

(b) the manure samples from three individuals on phylum, class, order and family levels. 




