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Figure S1. Distribution and composition of unique prokaryotic ASVs generated from Sanya 1.
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Figure S2. Distribution and composition of unique prokaryotic ASVs generated from Sanya 2.




= =

= —

ok ol

¥ =
l I

0.010

0.008

0.006

Relative Abundance (%)

0.004

0.002

0.000 I
Sanya_1

Sanya_2

Sanya_3 Sanya_4
Sanya_3(Unique_ASVs)

Sanya_5

Sanya_6

- Acholeplasma (Acholeplasmataceae)
- Desulfomicrobium (Desulfomicrobiaceae)
B Pesulforegula (Desulforegulaceae)

D Desulfuromusa (Geopsychrobacteraceae)
_ Hydrogenovibrio (Thiomicrospiraceae)
B Lactivibrio (Synergistaceae)

| Lentimicrobium (Lentimicrobiaceae)
B MSBL3 (Kiritimatiellaceae)

- Paenibacillus (Paenibacillaceae)

- Pseudobowmanella (Alteromonadaceae)
I Sulfurimonas (Sulfurimonadaceae)

B Sulfurovum (Sulfurovaceae)

B Syntrophotalea (Syntrophotaleaceae)
B Thiothrix (Thiotrichaceae)

B Unclassified (Arcobacteraceae)

B Unclassified (Deltaproteobacteria bacterium SKP-2)
- Unclassified (Desulfatiferula)

- Unclassified (Leptotrichiaceae)

B Unclassified (Marinilabiliaceae)

B Unciassified (Prolixibacteraceae)

W Unclassified (Unclassified)

B o:ers

Figure S3. Distribution and composition of unique prokaryotic ASVs generated from Sanya 3.
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Figure S4. Distribution and composition of unique prokaryotic ASVs generated from Sanya 4.
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Figure S5. Distribution and composition of unique prokaryotic ASVs generated from Sanya 5.
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Figure S6. Distribution and composition of unique prokaryotic ASVs generated from Sanya 6.
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Figure S7. Distribution and composition of shared prokaryotic ASVs generated from all samples.
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Figure S8. Distribution and composition of unique eukaryotic ASVs generated from Sanya 1.
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Figure S9. Distribution and composition of unique eukaryotic ASVs generated from Sanya 2.
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Figure S10. Distribution and composition of unique eukaryotic ASVs generated from Sanya 3.
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Figure S11. Distribution and composition of unique eukaryotic ASVs generated from Sanya 4.
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Figure S12. Distribution and composition of unique eukaryotic ASVs generated from Sanya 5.




I Difficilina (Urosporidae)

B Durusdinium (Symbiodiniaceae)

B Eugregarinorida EUG2 X (Engregarinorida EUG?2)
- Gregarinomorphea X GRE3 XX (Gregarinomorphea X GRE3 X)
- Ichthyosphonida XX (Ichthyosphonida X)

B Labyrinthula (Labyrinthulaceae)

[ | Lankesteria (Lecudinidae)

B Lecudina (Lecudinidae)

I Lecudinidae X (Lecudinidae)

B Nannochloris (Chlorellales X)

- Parvocaulis (Dasycladales X)

- Paulodora (Rhabdocoela)

B Picochlorum (Chlorellales X)

B subutatomonas-lineage X (Subulatomonas-lineage)
B 7etraselmis (Chlorodendraceae)

B Titanoderma (Corallinales X)

B Unclassified (Chlorellales X)

B Unclassified (Dothideomycetes)

- Unclassified (Lecudinidae)

- Unclassified (Maxillopoda)

0.00 T - T ; T ' I ' l B Unclassified (Unclassified)
Sanya_ 1  Sanya 2  Sanya 3 Sanya 4 Sanya 5  Sanya 6 - Others

0.10 -

=

=

o
1

0.06

0.04

Relative Abundance (%)

0.02

Sanya_6(Unique_ASVs)

Figure S13. Distribution and composition of unique eukaryotic ASVs generated from Sanya 6.
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Figure S14. Distribution and composition of shared eukaryotic ASVs generated from all samples.



