Table S2. Identity (top right, blue) and similarity (bottom left, green) values (%) for Laminin-Binding Proteins (LBP)

GT species 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18
1 T4A A. quina 989 989 992 914 989 989 985 989 985 917 820 87.2 875 823 610 605 615
2 T4A A.lugdunensis 99.2 100 99.6 925 100 100 99.6 985 989 925 80.6 86.5 87.3 824 60.3 60.7 61.3
3 T4A Asp Linc_AP1 99.2 100 99.6 925 100 100 99.6 985 989 925 80.6 865 87.3 824 60.3 60.7 61.3
4 T4A Asp C3 99.6 99.6 99.6 92.1 996 99.6 99.2 981 985 92.1 80.6 86.8 87.2 824 60.7 60.3 61.3
5 T4A Asp CDFK 92.1 925 925 92.1 925 925 921 91.0 914 850 739 79.7 80.8 76.4 635 64.3 56.2
6 T4A Asp CDFL 99.2 100 100 99.6 925 100 99.6 985 989 925 80.6 86.5 87.3 824 60.3 60.7 61.3
7 T4D A. mauritaniensis 99.2 100 100 99.6 92.5 100 99.6 985 989 925 80.6 86.5 87.3 824 60.3 60.7 61.3
8 T4D A. rhysodes 99.2 100 100 99.6 925 100 100 98.1 985 929 80.2 86.1 86.9 828 599 60.3 61.7
9 T4F A. triangularis 989 99.2 99.2 989 921 99.2 99.2 99.2 99.2 921 816 86.8 87.5 827 60.7 61.0 615
10 T4G A. terricola 989 98.9 989 985 920 989 989 989 99.6 92.1 816 86.4 87.5 83.0 60.5 60.9 61.0
11 T2 A. palestinensis 95.8 959 959 955 887 959 959 959 96.2 95.8 79.4 831 839 824 588 60.3 60.8
12 T12 A. healyi 86.8 85.3 85.3 853 829 853 853 853 86.4 86.4 86.0 90.1 80.1 76.0 60.5 60.9 58.8
13 T10 A. culbertsoni 91.3 910 91.0 914 86.2 91.0 910 91.0 90.9 909 90.6 91.2 85.6 80.7 63.2 63.2 61.3
14 T22 Asp CDEZ 93.2 936 93.6 93.2 86.4 93.6 93.6 93.6 932 939 93.6 86.4 90.9 82.0 62.0 63.2 625
15 T5 A lenticulata * 90.2 90.2 90.2 90.2 85.8 90.2 90.2 90.2 90.6 91.3 90.6 83.8 88.8 90.2 60.7 61.8 63.0
16 T7 A. astronyxis 717 711 711 714 76.2 711 711 711 713 712 70.2 718 723 73.1 71.2 95.3 59.3
17 T18 A. byersi 709 714 714 711 758 714 714 714 717 716 713 722 731 742 715 974 58.5
18 - Balamuthia 758 75.6 75.6 756 69.7 75.6 75.6 756 758 754 758 735 773 784 754 689 69.3
2 The three strains of A. lenticulata have identical sequences
Table S3. Identity (top right, blue) and similarity (bottom left, green) values (%) for Acanthamoeba Mannose-Binding Proteins 1 (MBP1)

GT species 1 2 3 4 5 6 7 8 9 0 11 12 13 14 15 16 17 18
1 T4C Asp MEEI_0184 95.7 95.8 959 96.6 97.1 97.8 99.3 875 88.2 91.7 78.7 59.3 504 51.8 518 51.6 51.8
2 T4A Asp CDFK 97.0 99.6 995 945 940 952 952 86.3 86.7 89.4 774 588 504 517 511 513 515
3 T4A Asp CDFJ 97.2 99.8 999 945 944 953 953 86.4 86.8 894 77.6 59.1 504 52.0 51.2 514 51.6
4 T4A Asp CDFL 97.4 99.6 99.9 946 945 954 954 86.3 86.9 896 77.6 59.1 50.7 52.0 51.3 515 517
5 T4A Asp Linc_AP1 97.7 96.3 96.4 96.5 953 974 964 87.8 88.7 92.0 78.8 59.3 50.9 51.7 519 51.7 519
6 T4A A.quina 98.6 96.4 96.6 96.8 97.2 96.4 974 87.6 88.0 905 78.1 59.1 50.8 522 510 51.1 513
7 T4A A.lugdunensis 98.2 96.4 96.6 96.8 98.2 98.0 975 87.8 885 91.2 79.0 59.8 50.5 51.7 512 515 51.7
8 T4A Asp C3 99.5 96.8 97.0 97.1 97.7 98.8 98.2 875 880 916 783 589 503 518 51.8 51.6 51.8
9 T4D A.rhysodes 924 915 915 914 93.0 923 924 924 96.2 89.2 75.6 58.7 49.8 515 521 522 524
10 T4D A. mauritaniensis 92.8 91.7 91.7 918 932 924 92.7 92.8 97.7 90.4 76.4 583 50.7 521 51.7 519 52.1
11 T4G A. terricola 954 93.6 93.8 939 953 945 946 953 93.8 947 779 59.3 49.8 52.0 524 52.6 52.8
12 T4F A. triangularis 83.7 825 829 829 838 838 835 837 815 824 834 58.0 46.4 459 53.7 54.0 54.1
13 T2 A. palestinensis 73.6 729 73.0 73.0 731 735 73.6 736 725 713 72.6 683 46.1 46.6 47.2 472 47.1
14 T22 Asp CDEZ 64.3 63.3 63.3 636 635 634 635 639 627 63.2 63.3 58.0 60.0 535 41.9 42.0 421
15 T10 A. culbertsoni 63.0 63.3 635 634 631 629 628 63.0 631 635 629 57.0 60.0 67.5 43.1 432 43.2
16 T5 A. lenticulata 72/2 64.9 63.7 63.7 638 646 642 638 649 647 645 651 683 59.2 543 54.6 99.7 99.4
17 75 A.lenticulata PT14 644 63.7 63.7 63.8 64.1 64.3 640 643 64.9 645 643 68.6 58.9 54.6 54.7 99.7 99.7
18 T5 A. lenticulata CDFG 63.8 63.8 63.8 639 64.2 644 641 644 65.0 653 645 68.8 58.8 54.7 54.8 99.5 99.8




