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Figure S1. Nucleotide alignments of the sequence variants for the Theileria orientalis complex (including genotypes: buffeli, chitose (A & B) and ikeda), 
produced by targeted NGS using a region of the major piroplasm surface protein gene (MPSP). Alignments are compared to the most frequent sequence 
variant for each genotype. Synonymous nucleotide changes are in bold, and nonsynonymous amino acid changes are highlighted in colour. Genotypes 
type 4 and type 5 were omitted here, as only three sequences were recorded.
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