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Abstract

:

Background: Methicillin-resistant Staphylococcus aureus (MRSA) poses a public health threat owing to its extensive resistance to antibiotics, association with persistent outbreaks, and markedly increased healthcare costs. Moreover, HIV-infected individuals are at a greater risk for colonization with MRSA, and may act as reservoirs for subsequent transmission to other individuals. In Ghana, little is known about MRSA in relation to at-risk populations, such as HIV-infected children. The aim of this study was to investigate nasal carriage of S. aureus and MRSA among HIV-infected children in Accra, including the prevalence, risk factors and antibiotic resistance. Methodology: The study was cross-sectional, and involved 107 children with HIV infection and an equal number of sex- and age group- matched apparently healthy controls recruited from the Princess Marie Louis Children’s Hospital in Accra. Nasal swab specimens were collected from the study participants and cultured for bacteria. S. aureus isolates were confirmed by the coagulase test while MRSA was confirmed by PCR of the mecA gene. Antimicrobial susceptibility testing of S. aureus isolates was done by the Kirby Bauer method. A structured questionnaire was used to collect data on demographic, household and clinical features of the study participants. A logistic regression analysis was performed to identify determinants of S. aureus and MRSA carriage among participants of both study groups. Results: The carriage prevalence of S. aureus and MRSA were 44.9% (48) and 5.6% (6), respectively, among the HIV-infected individuals, and the corresponding values within the control group were 23.4% (25) and 0.9% (1). There was a significant association between HIV infection and S. aureus colonization (p < 0.001), but not MRSA colonization (p = 0.055). The main predictor of S. aureus colonization in both study groups was absence of colonization with coagulase negative staphylococcus (p < 0.001). Furthermore, the main predictor of MRSA colonization was regular hand washing with soap (p = 0.043); this was observed among HIV-infected individuals but not the control group. The proportion of S. aureus isolates that were multidrug resistant was 62.3% (33/53) in the HIV-infected group and 80% (20/25) in the control group (p = 0.192). Conclusions: HIV infection is a risk factor for nasal colonization of S. aureus among children in Accra but may not be for MRSA. Both the HIV-infected and uninfected children are reservoirs of multidrug resistant S. aureus. Demographic, household and clinical features appear to have little or no relationship with S. aureus and MRSA colonization in the study children.
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1. Introduction


Staphylococcus aureus (S. aureus) causes a wide array of clinically important infections in humans, including meningitis, septicaemia, pneumonia, endocarditis, and osteomyelitis [1]. Although the pathogen can be carried at several body sites, its ecological niche is the anterior nares of the nose [2]. Among individuals of the general population, some 50% are apparently resistant to S. aureus colonization [3,4,5,6]. In contrast, 20% of individuals are estimated to be persistent carriers, and the other 30% carry the pathogen intermittently [4,5,6].



Some strains of S. aureus are referred to as methicillin-resistant Staphylococcus aureus (MRSA) owing to their resistance to methicillin. They are additionally resistant to all beta-lactam antibiotics. The remnant of the S. aureus strains are sensitive to methicillin, and are collectively referred to as methicillin-susceptible Staphylococcus aureus (MSSA). Because MRSA strains are primarily key nosocomial pathogens, they are referred to as healthcare-associated MRSA (HA-MRSA) [7]. Besides HA-MRSA strains, MRSA strains that are transmitted in the community, referred to as community-associated MRSA (CA-MRSA), have been reported [8,9,10,11]. CA-MRSA infections could also be caused by livestock-associated MRSA (LA-MRSA) [12,13]. Livestock-associated MRSA is initially associated with livestock (such as pigs, cattle, and chicken) and differs genotypically from HA-MRSA and CA-MRSA [14,15]. Back in 1970, MRSA accounted for only 2% of S. aureus infections [16]. By 2006, the pathogen had spread rapidly, and had caused up to 70% of S. aureus infections [17,18,19,20,21]. In Europe, it is implicated in about 44% of all infections related to healthcare [22]. Worse yet, its infections result in extended periods of hospitalization and increased healthcare costs [23]. In the United States, for instance, the annual incidence of invasive MRSA infections is estimated to be 94,360, resulting in 18,650 deaths [24]. Also, hospital stays for MRSA infections cost $14,000, in comparison with $7600 for all other stays, with twice the length of hospitalization [24,25].



HIV-infected patients are at a greater risk for colonization with CA-MRSA [26,27,28]. Studies across different geographical areas have reported high MRSA carriage prevalence of up to 16% in HIV-infected individuals [29,30,31,32]. This is of major concern as people with HIV infection have an 18-fold increased risk of acquiring CA-MRSA infections [33]. Furthermore, MRSA-colonized individuals may act as reservoirs for subsequent transmission to other individuals [34], and the occurrence of MRSA in patients is a significant predictor of increased morbidity and mortality [35,36,37]. In Ghana, surveillance data have reported MRSA carriage prevalence of 0–15% [38], though this does not include information on HIV-infected individuals. Since 2012, there have been several outbreaks of MRSA in Ghana [39], and the public health threat and substantial untoward economic impact associated with this pathogen places it high on the agenda of public health issues in the country. Clearly, MRSA has received little attention in Ghana, and this is partly because the focus of attention seems to be more towards microbes with a greater mortality burden in the country such as Streptococcus pneumoniae and Rotavirus [40,41]. As part of the overall strategy in addressing the potential MRSA menace in Ghana, there is a need for surveillance of the pathogen among risk populations, such as individuals with an HIV infection. The aim of this study was to investigate MRSA colonization among HIV-infected and uninfected children in Accra, including the prevalence, risk factors, and antimicrobial resistance patterns.




2. Methods


2.1. Study Site, Design, and Sampling


The study was carried out at the Princess Marie Louise Children’s Hospital (PML) in Accra, the capital city of Ghana. According to the Ghana Statistical Service (http://www.statsghana.gov.gh/), the city is inhabited by about two million people and there are eight government (public) or quasi government hospitals. The PML Children’s Hospital is the only public hospital in the Accra Metropolis dedicated solely to children, and has a bed capacity of 92. The hospital has an HIV clinic, which runs twice a week with an attendance of about 20 patients. The study was cross-sectional, and involved 107 children with HIV infection and an equal number of sex- and age group-matched apparently healthy HIV-uninfected children (control group) recruited between January and July, 2017. The HIV-infected participants were recruited from among HIV-infected children attending the outpatient HIV clinic of PML Children’s Hospital, whilst the control group was recruited from the environs of the hospital. All children less than 15 years of age were eligible for the study. However, children who were on admission, those who had been on antibiotics (other than cotrimoxazole) two weeks or earlier prior to sampling, as well as those whose HIV status could not be determined, were excluded from the study. The HIV status of the study participants was obtained from their clinical records. A structured questionnaire was used to collect data on risk factors for S. aureus carriage from the study participants. The questionnaire was divided into three parts, namely, demography, household characteristics, and clinical features, and the responses were obtained by interview and review of patients’ folders.



Anterior nasal swabs were collected from the study participants by a trained paediatrician after obtaining informed consent from their parents/guardians. For each participant, a sterile cotton swab was rotated five times in both anterior nares. The swab specimen was then placed in a vial containing 1 mL skim milk–tryptone–glucose–glycerin (STGG) medium and transported on ice within four hours to the research laboratory of the Department of Medical Microbiology, on the Korle Bu campus of the University of Ghana. The specimens were then vortexed for about two minutes and stored in a −80° centigrade freezer until needed.




2.2. Isolation and Identification of S. aureus and MRSA


The specimens were enriched in 5 mL of tryptic soy broth, and subcultured onto blood, chocolate and MacConkey agar plates. The blood and chocolate agar plates were incubated at 37 °C in 5% CO2, whereas the MacConkey agar plates were incubated at 37 °C aerobically. The plates were examined for growth after 18–24 h. Isolates of staphylococci were identified based on colonial morphology, Gram stain, and the catalase test. Staphylococcal isolates were subjected to the tube coagulase test to determine whether they were S. aureus (positive coagulase test) or coagulase negative staphylococci (CONS). The identified S. aureus isolates were screened for cefoxitin resistance by the Kirby Bauer disc diffusion method and inhibition zones of ≤22 mm were interpreted as cefoxitin-resistant, and identified as MRSA [42].




2.3. Antimicrobial Susceptibility Testing


Susceptibility of S. aureus to standard antimicrobials was tested by the Kirby Bauer method, using the following antimicrobials: tetracycline (30 µg), erythromycin (15 µg), gentamicin (10 µg), rifampicin (5 µg), cotrimoxazole (1.25 + 23.75 µg), penicillin (10 µg), clindamycin (2 µg), fusidic acid (10 µg), cefoxitin (30 µg), and linezolid (10 µg). Each test isolate was emulsified in peptone water to create a suspension with a turbidity similar to that of 0.5% McFarland standard, with the help of a nephelometer. A sterile cotton swab was dipped into the suspension, and the swab was pressed against the interior walls of the container to drain excess fluid. The resultant swab was thereafter swabbed evenly across the entire surface of a Mueller Hinton agar plate, in three different dimensions, to obtain a semi-confluent growth following incubation. The plates were incubated at 37 °C for 18–24 h, after which the zones of inhibitions around the antimicrobial discs were measured and interpreted according to the breakpoints of the Clinical and Laboratory Standards Institute [42].




2.4. Molecular Analysis


Extraction of genomic DNA was performed on overnight lysogenic broth cultures of the MRSA isolates and a positive control strain (S. aureus ATCC 25923) using the Zymo Research extraction kit (Zymo Research Corp., Irvine, USA), following the instructions of the manufacturer. For quality control purposes, 5 µL of the extracted DNA from each isolate was mixed with 2 µL of bromophenol blue gel loading buffer and run on a 1.2% agarose gel, and the bands visualized by UV illumination. Presence of the mecA and nucA genes were determined by conventional PCR amplification using the extracted DNA samples as templates. The total reaction volume for the PCR was 50 uL, consisting of the genomic DNA (of final concentration 60 ng/µL), PCR water, primers (of final concentration 0.2 µM), Taq polymerase (of final concentration 1.25 U/µL), MgCl2 (of final concentration 2 mM), and deoxyribonucleotide triphosphates (dNTPs) (of final concentration 200 µM). RNase-Free Water was used as the negative control, and the amplicons were separated by a 1.2% agarose gel electrophoresis and visualized by UV illumination. For the mecA PCR, the primer sequences used were ATCGATGGTAAAGGTTGGC (forward primer) and AGTTCTGCAGTACCGGATTTGC (reverse primer), and the cycling conditions were: initial denaturation at 95 °C for 3 min; denaturation at 94 °C for 1 min; annealing at 55 °C for 30 s; extension at 72 °C for 1 min; final extension at 72 °C for 6 min. The total number of cycles was 33. Using the same cycling conditions as those used in the mecA PCR, a nucA PCR was performed on all the DNA samples; the primer sequences used were GCGATTGATGGTGATACGGTT (forward primer) and AGCCAAGCCTTGACGAACTAAAGC (reverse primer).




2.5. Data Analysis


Data was entered into MS Excel and imported into STATA 14 (Strata Corp, College Station, TX, USA) for analysis. Descriptive analyses were performed on the study variables. Univariate associations were performed between S. aureus/MRSA colonization and demographic, clinical and household features: analysis of variance was used for numeric variables, whereas a chi-square test was used for categorical variables. A logistic regression model was used to analyze exposures associated with S. aureus/MRSA colonization, and the results were presented as Odds Ratios (OR), p values and Confidence Intervals (95% CI). Antibiogram and multidrug resistance of S. aureus, including MRSA isolates were computed; multidrug resistance was defined as resistance to three or more classes of antimicrobial agents.




2.6. Ethical Approval


The study was approved by the Ethical and Protocol Review Committee of the College of Health Sciences, University of Ghana, with protocol identification number “CHS-Et/M.3 – P 4.4/2016-2017”.





3. Results


3.1. Demographic, Household, and Clinical Features of the Study Participants


Demographic and household features of the two study groups (HIV-infected and HIV-uninfected children) are presented in Table 1. For each group, the males and females comprised 54.2 and 45.8%, respectively. The mean body mass index (BMI) of the HIV-infected and HIV-uninfected participants was 16.41 Kg/m2 and 17.66 Kg/m2, respectively. The mean age of the HIV-infected participants was 6.36 years, and for the HIV-uninfected participants, it was 6.32 years. With the exception of those aged less than 1 year who comprised 1.9% in each study group, the age distribution was similar for the rest of the age groups in both study groups, namely, 1–4 years (38.3% in the HIV-infected group and 37.4% in the HIV-uninfected group), 5–9 years (32.7% in the HIV-infected group and 36.4% in the HIV-uninfected group), and > 9 years (27.1% in the HIV-infected group and 24.3% in the HIV-uninfected group). For both study groups, a greater proportion of the participants were currently enrolled in school (74.8% for the HIV-infected group and 83.2% for the HIV-uninfected group), rarely washed their hands with soap (92.5% in the HIV-infected group and 95.3% in the HIV-uninfected group), and lived in compound houses (86% for the HIV-infected group and 84.1% for the HIV-uninfected group). The number of individuals per household, decreased across <5 persons (61.7% for the HIV-infected and 58.9% for the control group), 5–10 persons (35.5% for the HIV-infected and 40.2% for the control group), and 11–20 persons (2.8% for the HIV-infected and 0.9% for the control group), and less than 4% of the participants lived in households which had a health worker.



The clinical features of the study participants are presented in Table 2. In the HIV-infected group, a greater proportion of the participants were on co-trimoxazole prophylaxis (88.8%) and antiretroviral therapy (89.7%), and indicated that they practiced self-medication (58.9%, which is higher than the 41.1% recorded in the HIV-uninfected group). Also, a greater proportion of them had been hospitalized in the past year than those in the HIV-uninfected group (29.9% vs. 11.2%), with 68.9% of that proportion (as opposed to 100% in the HIV-uninfected group) being hospitalized once and 31.1% (as opposed to 0% in the HIV-uninfected group) being hospitalized twice. None of the participants in both groups had a chronic skin condition or a history of surgery. However, compared to the HIV-uninfected group, more participants in the HIV-infected group had a history of pneumonia (4.7% vs. 0.9%) and tuberculosis (6.5% vs. 0%).




3.2. Carriage Prevalence and Risk Factors of S. aureus and MRSA


Overall, S. aureus carriage occurred in 73 of the 214 study participants, which translates to a prevalence of 34.1% (95% CI: 28.1–40.7), while MRSA carriage occurred in 7, representing 3.3% (95% CI: 1.6–6.6). Among the HIV-infected individuals, carriage prevalence of S. aureus and MRSA were 44.9% (48) and 5.6% (6), respectively. Among the HIV uninfected individuals, carriage prevalence of S. aureus and MRSA were 23.4% (25) and 0.9% (1), respectively. There was a significant association between HIV infection and S. aureus colonization (OR = 2.67, p = 0.001), but not MRSA colonization (OR = 3.69, p = 0.055).



In the logistic regression analysis, the main predictor of S. aureus colonization was absence of colonization with coagulase negative staphylococcus (CONS), in both the HIV-infected and HIV-uninfected participants. Furthermore, the main predictor of MRSA colonization was regular hand washing with soap; this was observed among HIV-infected individuals, but not the control group. None of the demographic, household, or clinical features assessed showed significant association with S. aureus and MRSA colonization in either the HIV-infected or the control group. The risk factors for S. aureus and MRSA colonization are presented in Table 3.



Of the 7 cefoxitin-resistant S. aureus (MRSA) isolates, 5 (comprising 4 in the HIV-infected group and 1 in the control group) contained the mecA gene. The nucA gene, however, was present in all the 7 MRSA isolates.




3.3. Antibiotic Resistance of S. aureus and MRSA Isolates


The highest prevalence of antibiotic resistance of S. aureus was observed for penicillin (98.1% in the HIV-infected group and 96% in the control group), followed by cotrimoxazole (61% in the HIV-infected group and 72% in the control group); no resistance was observed for fusidic acid and linezolid (Figure 1). Generally, there were no significant differences between HIV-infected children and the control group in S. aureus resistance of the various antibiotics tested with the exception of clindamycin (p = 0.003). The proportion of multidrug resistant S. aureus was 62.3% (33/53) in the HIV-infected group and 80% (20/25) in the control group (p = 0.192). As shown in Table 4, multidrug resistance of the S. aureus isolates from both HIV-infected and uninfected individuals involved a diverse combination of resistance to several antibiotics.



For both HIV-infected and uninfected children, S. aureus resistance was highest for penicillin and least for fusidic acid and linezolid. There was no significant difference in S. aureus resistance between the two study groups except for clindamycin (p = 0.003). The S. aureus isolates from HIV-infected children includes dual carriage in 5 children, hence the discrepancy between the number of isolates tested (53) and the carriage prevalence reported for this group (48/107).





4. Discussion


To the best of our knowledge, this study is the first case-control study on S. aureus and MRSA colonization related to HIV-infected people in Ghana. The results of this study indicate a significantly higher prevalence of S. aureus among the HIV-infected children (44.9%) compared to the control group (23.7%). The S. aureus prevalence among HIV-infected individuals in our sample is in stark contrast with the 8% prevalence reported in an earlier study involving HIV-infected individuals in Ghana by Egyir et al. [43]. It should be noted, however, that the participants in Egyir et al.’s study were adults and consisted of both inpatients and outpatients [43], whereas those in the current study were ambulatory children. Even though another earlier study conducted among HIV-infected children in Ghana also reported a relatively lower prevalence of 22.0%, it is noted that these researchers used swabs from the nasopharynx [44], which is not an ecological niche for S. aureus. That the source of swabs used to determine prevalence of S. aureus influences the level of prevalence is attested to by the findings of other researchers [32,45]. These researchers recorded approximately 2–3-fold higher prevalence of S. aureus from nasal specimens than from the perineal swabs or oral swabs. Our study is most comparable to the case-control study conducted in India by Kotpal et al. [46] who reported a 44% S. aureus nasal carriage prevalence among HIV-infected individuals; this prevalence was significantly higher than that observed in the control group in their study (44% vs. 24%; p = 0.035).



The absence of statistical significance with regard to the difference in MRSA colonization between the HIV-infected and the control group is similar to the observation made in Nigeria by Olalekan et al. [47], whose higher MRSA prevalence among HIV-infected participants was not significantly different from that recorded within the control group (16% vs. 8%; p = 0.13). The observed MRSA nasal carriage prevalence among the HIV-infected children is higher than the 0% reported by Egyir et al. [43] among HIV-infected adults, and marginally higher than that reported in the nasopharynx of HIV-infected children (3.4%) by Sampane-Donkor et al. [44]. However, it is substantially lower than the 16.8% and 21% reported by Lemma et al. [32] in Ethiopia and Heysell et al. [48] in South Africa, respectively. Almost half (42%) of the participants in the study of Lemma et al. [32] were designated to be at WHO stage III and IV of HIV infection, which is an indication of advanced infection. The participants in the study of Heysell et al. [48] were residents of an HIV endemic region, had advanced HIV infection (median CD4+ count = 37 cells/mm3), were co-infected with TB, and were also hospitalized. Notably, hospitalization may facilitate the spread of MRSA colonization via contaminated surfaces or direct contact with patients/healthcare providers carrying MRSA [49]. These may account for why the two studies (Heysell et al. [48]; Lemma et al. [32]) recorded a markedly higher MRSA prevalence than the current study.



It has been reported in earlier studies that HIV-infected individuals are predisposed to MRSA colonization [26,27,28,50,51]. This study found no such association. The reason for this observation is unclear, but could be multifactorial. The study participants were in steady state, and their health had not deteriorated to an extent that would require hospitalization; in fact, their mean CD4+ count was 731.2 cell/mm3, 89.7% of the participants were on antiretroviral therapy, and only 29.9% of them had been hospitalized in the year prior to the commencement of the study. Antiretroviral therapy has been demonstrated to reverse some of the immunologic abnormalities that predispose HIV-infected individuals to colonization with MRSA [52]. Moreover, lower CD4+ count, history of antibiotic use in the past three months, prior hospitalization, and disease condition have all been linked to a higher rate of MRSA colonization [49,50,53,54].



Our study indicates that colonization with CONS appears to be protective of S. aureus colonization in both HIV-infected and HIV-uninfected children. This finding is consistent with the report of Paharik et al. [55] which showed that CONS prevent S. aureus colonization by inhibiting agr quorum sensing in S. aureus using its autoinducing peptide. With regard to MRSA colonization, none of the variables were demonstrated to be a predictor of colonization among the HIV-uninfected individuals. This was expected, given that only one HIV-uninfected participant was MRSA-colonized. Regular hand washing was shown to be a significant predictor of MRSA colonization among the HIV-infected participants, which is interesting given that good hygiene practices have been promoted as a means of controlling the spread of several pathogens [56,57,58]. This finding that regular hand washing with soap is a determinant of MRSA colonization, is supported by a recent study by Syed et al. [59]. In that study, triclosan, a biocidal component of soaps and many skin care products, was shown to be commonly present in nasal secretions, and to facilitate S. aureus binding with nasal proteins, such as keratin, fibronectin, and collagen. Consequently, hand washing with soaps that contain triclosan could potentially increase the risk of colonization with S. aureus and MRSA. In Ghana, there is the need for further studies on this, including soap screening for triclosan, and evaluating the effect of triclosan containing soaps on MRSA carriage through a longitudinal study approach.



Though high prevalence of resistance was observed for most of the antibiotics tested, very low prevalence of resistance was recorded for fusidic acid and linezolid among the S. aureus isolates in both the HIV-infected and the control groups. The absence of fusidic acid resistance recorded in this study was contrastingly lower than that reported in a cohort of HIV-infected individuals (10%) in Ghana [43] and another study in the general population (12%) [60], but consistent with the low rates of 0–2.4% reported by Dekker et al. [61], Egyir et al. [62], and Egyir et al. [63], also in Ghana. Moreover, the prevalence of linezolid resistance recorded for S. aureus in this study is consistent with what have been reported in other studies [41,60,61]. These two antibiotics are not widely available in the country, are quite expensive, and are rarely used or abused, possibly accounting for the low prevalence of resistance observed. It is important to note that two of the cefoxitin-resistant S. aureus isolates tested negative for the mecA gene, which predominantly mediates methicillin resistance in S. aureus [64]. However, these isolates were positive for the nucA gene, confirming them to be S. aureus [65]. Hence, methicillin resistance in the two isolates may be mediated by the novel methicillin resistance gene, the mecC gene, rather than the initially reported mecA gene. In fact, mecC-mediated methicillin resistance is emerging, and has been widely reported [66].



The prevalence of MDR S. aureus in this study (62.3% among HIV-infected children and 80% among the control group) is within the range of 30–84.6% reported in other HIV-infected cohorts [43], but higher than what has been recorded by studies involving the general population (6–35.7%) in Ghana [60,61,62,63]. The prevalence of MDR observed in the current study is alarming, though not surprising. In Ghana and many other developing countries, antibiotics may be acquired without any prescriptions [67,68,69]. Also, self-medication with antibiotics is common practice, with the prevalence reportedly being 70–75% [68,70]. In the study by Donkor et al. [70], they reported that about 50% of the study respondents did not complete an antibiotic course. Furthermore, antibiotic misuse is high in animal husbandry in Ghana [71], and occurs at the hospital level as well [72]. These factors contribute to the high prevalence of MDR observed in the current study and other studies in Ghana [40,44,60,61,73]. The high prevalence and rates of self-medication among the general public in Ghana [68,70], could explain why we did not observe a significantly higher prevalence of cotrimoxazole resistance among the HIV-infected children compared to the control group, though the antibiotic is used in prophylaxis among this population. The significantly higher prevalence of clindamycin resistance among the control group in this study is difficult to explain. In Ghana, clindamycin is hardly used in self-medication, and the antibiotic is not specifically used for HIV-patients like in the case of cotrimoxazole.



Generally, data from the current study indicate that prevalence of MRSA carriage among children in the study area is generally low (< 4%), which is corroborated by other studies in Ghana [38,74,75]. The low MRSA carriage prevalence reported in Ghana most probably accounts for the very low incidence of invasive MRSA infections reported by some studies in the country [38,76]. Based on our data, we hypothesize a low incidence of invasive MRSA infections among HIV-infected children in Ghana.



The study concludes that HIV infection is a risk factor for S. aureus colonization among children in Accra, but may not be for MRSA colonization. Also, absence of colonization with coagulase negative staphylococcus is a risk factor for S. aureus colonization, regardless of HIV infection status. Regular hand washing may be significantly associated with MRSA colonization, which could be due to triclosan in soaps/detergents used for hand washing. Finally, both HIV-infected and uninfected children are reservoirs of multidrug resistant S. aureus, which are entirely susceptible to fusidic acid and linezolid.







Author Contributions


Conceptualization, E.S.D.; methodology, E.S.D., F.C.N.K., N.T.K.D.D. and P.B.T.-Q.; software, E.S.D., F.C.N.K. and P.B.T.-Q.; validation, E.S.D., F.C.N.K., N.T.K.D.D., P.B.T.-Q., S.D. and E.M.A.T.; formal analysis, E.S.D., F.C.N.K., N.T.K.D.D. and P.B.T.-Q.; investigation, E.S.D., F.C.N.K., N.T.K.D.D., P.B.T.-Q., S.D., M.-M.O. and E.M.A.T.; resources, E.S.D., F.C.N.K., N.T.K.D.D., P.B.T.-Q., S.D., M.-M.O. and E.M.A.T.; data curation, E.S.D., F.C.N.K., N.T.K.D.D., P.B.T.-Q., S.D. and E.M.A.T.; writing—original draft preparation, E.S.D., F.C.N.K. and N.T.K.D.D.; writing—review and editing, E.S.D., F.C.N.K., N.T.K.D.D., P.B.T.-Q., S.D., M.-M.O. and E.M.A.T.; visualization, E.S.D., F.C.N.K., N.T.K.D.D., P.B.T.-Q. and S.D.; supervision, E.S.D., N.T.K.D.D., P.B.T.-Q., S.D. and E.M.A.T.; project administration, E.S.D., F.C.N.K., N.T.K.D.D., P.B.T.-Q., S.D., M.-M.O. and E.M.A.T.




Funding


The West African Centre for Cell Biology of Infectious Pathogens (WACCBIP) provided funding to cover the molecular investigations of this study, as well as the article processing charge.




Acknowledgments


The authors acknowledge the contributions of the study participants, staff of PML Hospital (particularly, those of the HIV clinic), as well as the technical staff of the Department of Medical Microbiology and the Department of Biochemistry, Cell and Molecular Biology, University of Ghana.




Conflicts of Interest


The authors declare no conflict of interest.




References


	



Todar, K. Todar’s Online Textbook of Bacteriology; Department of Bacteriology, University of Wisconsin-Madison: Madison, WI, USA, 2006. [Google Scholar]

	



Reid, M.J.A.; Fischer, R.S.B.; Mannathoko, N.; Muthoga, C.; McHugh, E.; Essigmann, H.; Brown, E.L.; Steenhoff, A.P. Prevalence of Staphylococcus aureus nasal carriage in human immunodeficiency virus-infected and uninfected children in Botswana: Prevalence and risk factors. Am. J. Trop. Med. Hyg. 2017, 96, 795–801. [Google Scholar] [CrossRef]

	



Muthukrishnan, G.; Lamers, R.P.; Ellis, A.; Paramanandam, V.; Persaud, A.B.; Tafur, S.; Parkinson, C.L.; Cole, A.M. Longitudinal genetic analyses of Staphylococcus aureus nasal carriage dynamics in a diverse population. BMC Infect. Dis. 2013, 16, 221. [Google Scholar] [CrossRef] [PubMed]

	



Nouwen, J.L.; Fieren, M.W.; Snijders, S.; Verbrugh, H.A.; van Belkum, A. Persistent (not intermittent) nasal carriage of Staphylococcus aureus is the determinant of CPD-related infections. Kidney Int. 2005, 67, 1084–1092. [Google Scholar] [CrossRef] [PubMed]

	



Kluytmans, J.A.; Wertheim, H.F. Nasal carriage of Staphylococcus aureus and prevention of nosocomial infections. Infection 2005, 33, 3–8. [Google Scholar] [CrossRef] [PubMed]

	



Nouwen, J.; Boelens, H.; van Belkum, A.; Verbrugh, H. Human factor in Staphylococcus aureus nasal carriage. Infect. Immun. 2004, 72, 6685–6688. [Google Scholar] [CrossRef] [PubMed]

	



Moran, G.J.; Krishnadasan, A.; Gorwitz, R.J.; Fosheim, G.E.; Mcdougal, L.K.; Carey, R.B.; Talan, D.A. Methicillin-resistant S. aureus infections among patients in the emergency department. N. Engl. J. Med. 2006, 355, 666–674. [Google Scholar] [CrossRef] [PubMed]

	



Camargo, C.H.; da Cunha, M.D.E.L.; Bonesso, M.F.; da Cunha, F.P.; Barbosa, A.N.; Fortaleza, C.M. Systemic CA-MRSA infection following trauma during soccer match in inner Brazil: Clinical and molecular characterization. Diagn. Microbiol. Infect. Dis. 2013, 76, 372–374. [Google Scholar] [CrossRef] [PubMed]

	



Casey, J.A.; Cosgrove, S.E.; Stewart, W.F.; Pollak, J.; Schwartz, B.S. A population-based study of the epidemiology and clinical features of methicillin-resistant Staphylococcus aureus infection in Pennsylvania, 2001–2010. Epidemiol. Infect. 2013, 141, 1166–1179. [Google Scholar] [CrossRef]

	



Joore, I.K.C.W.; van Rooijen, M.S.; van der Loeff, M.F.S.; de Neeling, A.J.; van Dam, A.; de Vries, H.J. Low prevalence of methicillin-resistant Staphylococcus aureus among men who have sex with men attending an STI clinic in Amsterdam: A cross-sectional study. BMJ Open 2013, 3, e002505. [Google Scholar] [CrossRef] [PubMed]

	



Loeffler, A.; Mccarthy, A.; Lloyd, D.H.; Musilová, E.; Pfeiffer, D.U.; Lindsay, J.A. Whole-genome comparison of meticillin-resistant Staphylococcus aureus CC22 SCCmec IV from people and their in-contact pets. Vet. Dermatol. 2013, 24, 538-e128. [Google Scholar] [CrossRef]

	



Haenni, M.; Saras, E.; Châtre, P.; Médaille, C.; Bes, M.; Madec, J.Y.; Laurent, F. A USA300 variant and other human-related methicillin-resistant Staphylococcus aureus strains infecting cats and dogs in France. J. Antimicrob. Chemother. 2012, 67, 326–329. [Google Scholar] [CrossRef]

	



Quitoco, I.M.; Raimundo, M.S.; Silva-Carvalho, M.C.; Souza, R.R.; Beltrame, C.O.; de Oliveira, T.F.; Araújo, R.; del Peloso, P.F.; Coelho, L.R.; Figueiredo, A.M. First report in South America of companion animal colonization by the USA1100 clone of community-acquired methicillin-resistant Staphylococcus aureus (ST30) and by the European clone of methicillin-resistant Staphylococcus pseudintermedius (ST71). BMC Res. Notes 2013, 6, 336. [Google Scholar] [CrossRef]

	



Ma, X.X.; Ito, T.; Tiensasitorn, C.; Jamklang, M.; Chongtrakool, P.; Boyle-Vavra, S.; Daum, R.S.; Hiramatsu, K. Novel type of staphylococcal cassette chromosome mec identified in community-acquired methicillin- resistant Staphylococcus aureus strains. Antimicrob. Agents Chemother. 2002, 46, 1147–1152. [Google Scholar] [CrossRef]

	



Ito, T.; Ma, X.X.; Takeuchi, F.; Okuma, K.; Yuzawa, H.; Hiramatsu, K. Novel type V staphylococcal cassette chromosome mec driven by a novel cassette chromosome recombinase, ccrC. Antimicrob. Agents Chemother. 2004, 48, 2637–2651. [Google Scholar] [CrossRef] [PubMed]

	



O’Toole, R.D.; Drew, W.L.; Dahlgren, B.J.; Beaty, H.N. An outbreak of methicillin-resistant Staphylococcus aureus infection - observations in hospital and nursing home. JAMA 1970, 213, 257–263. [Google Scholar] [CrossRef] [PubMed]

	



Hsueh, P.R.; Liu, C.Y.; Luh, K.T. Current status of antimicrobial resistance in Taiwan. Emerg. Infect. Dis. 2002, 8, 132–137. [Google Scholar] [CrossRef] [PubMed]

	



National Nosocomial Infections Surveillance (NNIS). System Report, data summary from January 1992 through June 2004, issued October 2004. Am. J. Infect. Control 2004, 32, 470–485. [Google Scholar] [CrossRef]

	



Tiemersma, E.W.; Bronzwaer, S.L.; Lyytikäinen, O.; Degener, J.E.; Schrijnemakers, P.; Bruinsma, N.; Monen, J.; Witte, W.; Grundmann, H.; EARSS Participants. Methicillin-resistant Staphylococcus aureus in Europe, 1999–2002. Emerg. Infect. Dis. 2004, 10, 1627–1634. [Google Scholar] [CrossRef] [PubMed]

	



Amaral, M.M.; Coelho, L.R.; Flores, R.P.; Souza, R.R.; Silva-Carvalho, M.C.; Teixeira, L.A.; Ferreira-Carvalho, B.T.; Figueiredo, A.M. The predominant variant of the Brazilian epidemic clonal complex of methicillin-resistant Staphylococcus aureus has an enhanced ability to produce biofilm and to adhere to and invade airway epithelial cells. J. Infect. Dis. 2005, 192, 801–810. [Google Scholar] [CrossRef]

	



European Antimicrobial Resistance Surveillance System: Annual Report 2006. Available online: http://www.rivm.n l/earss/Images/EARSS%202006%20Def_tcm61-44176.pdf (accessed on 31 July 2018).

	



European Centre for Disease Prevention and Control/European Medicines Agency (ECDC/EMEA). The Bacterial Challenge: Time to React; Technical Report. ECDC/EMEA: Stockholm, Sweden, 2009. Available online: https://ecdc.europa.eu/sites/portal/files/media/en/publications/Publications/0909_TER_The_Bacterial_Challenge_Time_to_React.pdf (accessed on 14 October 2017).

	



De Kraker, M.E.; Wolkewitz, M.; Davey, P.G.; Grundmann, H.; BURDEN Study Group. Clinical impact of antimicrobial resistance in European hospitals: Excess mortality and length of hospital stay related to methicillin-resistant Staphylococcus aureus bloodstream infections. Antimicrob. Agents Chemother. 2011, 55, 1598–1605. [Google Scholar] [CrossRef]

	



Klevens, R.M.; Morrison, M.A.; Nadle, J.; Petit, S.; Gershman, K.; Ray, S.; Harrison, L.H.; Lynfield, R.; Dumyati, G.; Townes, J.M.; et al. Active Bacterial Core surveillance (ABCs) MRSA Investigators. Invasive methicillin-resistant Staphylococcus aureus infections in the United States. JAMA 2007, 298, 1763–1771. [Google Scholar] [CrossRef]

	



Elixhauser, A.; Steiner, C. Infections with Methicillin-Resistant Staphylococcus aureus (MRSA) in U.S. Hospitals, 1993–2005: Statistical Brief #35; Agency for Health Care Policy and Research: Rockville, MD, USA, 2007.

	



Hidron, A.I.; Kourbatova, E.V.; Halvosa, J.S.; Terrell, B.J.; Mcdougal, L.K.; Tenover, F.C.; Blumberg, H.M.; King, M.D. Risk factors for colonization with methicillin-resistant Staphylococcus aureus (MRSA) in patients admitted to an urban hospital: Emergence of Community-Associated MRSA nasal carriage. Clin. Infect. Dis. 2005, 41, 159–166. [Google Scholar] [CrossRef]

	



Shet, A.; Mathema, B.; Mediavilla, J.R.; Kishii, K.; Mehandru, S.; Jeane-Pierre, P.; Laroche, M.; Willey, B.M.; Kreiswirth, N.; Markowitz, M.; et al. Colonization and subsequent skin and soft tissue infection due to methicillin-resistant Staphylococcus aureus in a cohort of otherwise healthy adults infected with HIV Type 1. J. Infect. Dis. 2009, 200, 88–93. [Google Scholar] [CrossRef] [PubMed]

	



Popovich, K.J.; Hota, B.; Aroutcheva, A.; Kurien, L.; Patel, J.; Lyles-Banks, R.; Grasso, A.E.; Spec, A.; Beavis, K.G.; Hayden, M.K.; et al. Community-associated methicillin-resistant Staphylococcus aureus colonization burden in HIV-Infected Patients. Clin. Infect. Dis. 2013, 56, 1067–1074. [Google Scholar] [CrossRef]

	



Cenizal, M.J.; Hardy, R.D.; Anderson, M.; Katz, K.; Skiest, D.J. Prevalence of and risk factors for methicillin-resistant Staphylococcus aureus (MRSA) nasal colonization in HIV-infected ambulatory Patients. J. Acquir. Immune Defic. Syndr. 2008, 48, 567–571. [Google Scholar] [CrossRef] [PubMed]

	



Hassanzadeh, P.; Hassanzadeh, Y.; Mardaneh, J.; Rezal, E.; Motamedifar, M. Isolation of methicillin-resistant Staphylococcus aureus (MRSA) from HIV patients referring to HIV Referral Center, Shiraz, Iran, 2012. Iran. J. Med. Sci. 2015, 40, 526–530. [Google Scholar]

	



Farley, J.E.; Hayat, M.J.; Carroll, K. Prevalence and risk factors for methicillin-resistant Staphylococcus aureus in an HIV-positive cohort. Am. J. Infect. Control 2015, 43, 329–335. [Google Scholar] [CrossRef]

	



Lemma, M.T.; Zenebe, Y.; Tulu, B.; Mekonnen, D.; Mekonnen, Z. Methicillin resistant Staphylococcus aureus among HIV infected pediatric patients in Northwest Ethiopia: Carriage Rates and Antibiotic Co-Resistance Profiles. PLoS ONE 2015, 10, e0137254. [Google Scholar] [CrossRef] [PubMed]

	



Crum-Cianflone, N.F.; Burgi, A.A.; Hale, B.R. Increasing rates of community-acquired methicillin-resistant Staphylococcus aureus infections among HIV-infected persons. Int. J. STD/AIDS 2007, 18, 521–526. [Google Scholar] [CrossRef]

	



Imaz, A.; Camoez, M.; Yacovo, S.; Di Gasch, O.; Dominguez, M.A.; Vila, A.; Maso-Serra, M.; Pujol, M.; Podzamczer, D. Prevalence of methicillin-resistant Staphylococcus aureus colonization in HIV-infected patients in Barcelona, Spain: A cross-sectional study. BMC Infect. Dis. 2015, 15, 243. [Google Scholar] [CrossRef]

	



Klein, E.; Smith, D.L.; Laxminarayan, R. Hospitalizations and deaths caused by methicillin-resistant Staphylococcus aureus, United States, 1999–2005. Emerg. Infect. Dis. 2007, 13, 1840–1846. [Google Scholar] [CrossRef] [PubMed]

	



Burkey, M.D.; Wilson, L.E.; Moore, R.D.; Lucas, G.M.; Francis, J.; Gebo, K.A. The incidence and risk factors for MRSA bacteraemia in an HIV-infected cohort in the HAART era. HIV Med. 2008, 9, 858–862. [Google Scholar] [CrossRef]

	



Ganga, R.; Riederer, K.; Sharma, M.; Fakih, M.G.; Johnson, L.B.; Shemes, S.; Khatib, R. Role of SCCmec type in outcome of Staphylococcus aureus bacteremia in a single medical center. J. Clin. Microbiol. 2009, 47, 590–595. [Google Scholar] [CrossRef] [PubMed]

	



Donkor, E.S.; Dayie, N.T.K.D.; Tette, E.M.A. MRSA in Ghana: Past, present and future. Microb. Drug Resist. 2019. [Google Scholar] [CrossRef]

	



Donkor, E.S.; Jamrozy, D.; Mills, R.O.; Dankwah, T.; Amoo, P.K.; Egyir, B.; Badoe, E.V.; Twasam, J.; Bentley, S.D. A genomic infection control study for Staphylococcus aureus in two Ghanaian hospitals. Infect. Drug Resist. 2018, 11, 1757–1765. [Google Scholar] [CrossRef]

	



Donkor, E.S.; Adegbola, R.A.; Wren, B.W.; Antonio, M. Population biology of Streptococcus pneumoniae in West Africa: Multilocus sequence typing of serotypes that exhibit different predisposition to invasive disease and carriage. PLoS ONE 2013, 8, e53925. [Google Scholar] [CrossRef] [PubMed]

	



Damanka, S.; Adiku, T.K.; Armah, G.; Rodrigues, O.; Donkor, E.S.; Nortey, D.; Asmah, R. Rotavirus infection in children with diarrhoea at Korle-Bu Teaching Hospital in Ghana. Jpn. J. Infect. Dis. 2016, 69, 331–334. [Google Scholar] [CrossRef]

	



CLSI. Performance Standards for Antimicrobial Susceptibility Testing, 26th ed.; CLSI Supplement M100S; Clinical and Laboratory Standards Institute: Wayne, PA, USA, 2016. [Google Scholar]

	



Egyir, B.; Oteng, A.A.; Owusu, E.; Newman, M.J.; Addo, K.K.; Rhod-Larsen, A. Characterization of Staphylococcus aureus from Human Immunodeficiency Virus (HIV) patients in Accra, Ghana. J. Infect. Dev. Ctries. 2016, 10, 453–456. [Google Scholar] [CrossRef] [PubMed]

	



Sampane-Donkor, E.; Badoe, E.V.; Annan, J.A.; Nii-Trebi, N.I. Colonisation of antibiotic-resistant bacteria in a cohort of HIV infected children in Ghana. Pan Afr. Med. J. 2017, 26, 1–7. [Google Scholar] [CrossRef]

	



Wu, C.J.; Ko, W.C.; Ho, M.W.; Lin. H., H.; Yang, Y.L.; Lin, J.N.; Huang, I.-W.; Wang, H.-Y.; Lai, J.-F.; Shiau, Y.-R.; et al. Prevalence of and risk factors for methicillin-resistant Staphylococcus aureus colonization among human immunodeficient virus-infected outpatients in Taiwan: Oral Candida colonization as a comparator. J. Oral Microbiol. 2017, 9, 1322446. [Google Scholar] [CrossRef] [PubMed]

	



Kotpal, R.S.K.P.; Bhalla, P.; Dewan, R.; Kaur, R. Incidence and risk factors of nasal carriage of Staphylococcus aureus in HIV-infected individuals in comparison to HIV-uninfected individuals: A case-control study. J. Int. Assoc. Provid. AIDS Care 2016, 15, 141–147. [Google Scholar] [CrossRef]

	



Olalekan, A.O.; Schaumburg, F.; Nurjadi, D.; Dike, A.E.; Ojurongbe, O.; Kolawole, D.O.; Kun, J.F.; Zanger, P. Clonal expansion accounts for an excess of antimicrobial resistance in Staphylococcus aureus colonizing HIV-positive individuals in Lagos, Nigeria. Int. J. Antimicrob. Agents 2012, 40, 268–272. [Google Scholar] [CrossRef] [PubMed]

	



Heysell, S.K.; Shenoi, S.V.; Catterick, K.; Thomas, T.A.; Friedland, G. Prevalence of methicillin-resistant Staphylococcus aureus nasal carriage among hospitalized patients with tuberculosis in rural Kwazulu-Natal. S. Afr. Med. J. 2011, 101, 332–334. [Google Scholar] [CrossRef] [PubMed]

	



Vyas, K.J.; Shadyab, A.H.; Lin, C.; Crum-Cianflone, N.F. Trends and factors associated with initial and recurrent methicillin-resistant Staphylococcus aureus (MRSA) skin and soft-tissue infections among HIV-infected persons: An 18-Year Study. J. Int. Assoc. Provid. AIDS Care 2014, 13, 206–213. [Google Scholar] [CrossRef] [PubMed]

	



Zervou, F.N.; Zacharioudakis, I.M.; Ziakas, P.D.; Rich, J.D.; Mylonakis, E. Prevalence of and risk factors for methicillin-resistant Staphylococcus aureus colonization in HIV Infection: A meta-Analysis. Clin. Chem. 2014, 59, 1302–1311. [Google Scholar] [CrossRef] [PubMed]

	



Neupane, K.; Rayamajhee, B.; Acharya, J.; Rijal, N.; Shrestha, D.; Binod, G.C.; Pant, M.R.; Shah, P.K. Comparison of Nasal Colonization of Methicillin-Resistant Staphylococcus aureus in HIV-Infected and Non-HIV Patients Attending the National Public Health Laboratory of Central Nepal. Can. J. Infect. Dis. Med. Microbiol. 2018, 2018, 4508757. [Google Scholar] [CrossRef]

	



Imaz, A.; Pujol, M.; Barragan, P.; Dominguez, M.A.; Tiraboschi, J.M.; Podzamczer, D. Community associated methicillin-resistant Staphylococcus aureus in HIV-infected patients. AIDS Rev. 2010, 12, 153–163. [Google Scholar] [CrossRef]

	



Albrich, W.C.; Harbarth, S. Health-care workers: source, vector, or victim of MRSA? Lancet Infect. Dis. 2008, 8, 289–301. [Google Scholar] [CrossRef]

	



Abiye, J.P.; Moses, A.; Gospel, N.E.; Udogadi, A.U. Prevalence of Risk Factors Associated with MRSA Nasal Carriage among HIV-Patients on HAART at a Tertiary Hospital in Niger Delta, Nigeria. Ann. Med. Health Sci. Res. 2018, 8, 39–43. [Google Scholar]

	



Paharik, A.E.; Parlet, C.P.; Chung, N.; Van Dyke, M.J.; Cech, N.B.; Horswill, A.R. Coagulase-negative staphylococcal strain prevents Staphylococcus aureus colonization and skin infection by blocking quorum sensing. Cell Host Microbe 2017, 22, 746.e5–756.e5. [Google Scholar] [CrossRef]

	



Widmer, A.F. Replace hand washing with use of a waterless alcohol hand rub? Clin. Infect. Dis. 2000, 31, 136–143. [Google Scholar] [CrossRef] [PubMed]

	



Curtis, V.; Cairncross, S. Effect of washing hands with soap on diarrhoea risk in the community: A systematic review. Lancet Infect. Dis. 2003, 3, 275–281. [Google Scholar] [CrossRef]

	



Freeman, M.C.; Stocks, M.E.; Cumming, O.; Jeandron, A.; Higgins, J.P.T.; Wolf, J.; Prüss-Ustün, A.; Bonjour, S.; Hunter, P.; Fewtrell, L.; et al. Systematic Review Hygiene and health: Systematic review of handwashing practices worldwide and update of health effects. Trop. Med. Int. Health 2014, 19, 906–916. [Google Scholar] [CrossRef]

	



Syed, A.K.; Ghosh, S.; Love, N.G.; Boles, B.R.; Skaar, E.; Hultgren, S.J. Triclosan promotes Staphylococcus aureus nasal colonization. mBio 2014, 5, e01015-13. [Google Scholar] [CrossRef]

	



Egyir, B.; Guardabassi, L.; Nielsen, S.S.; Larsen, J.; Addo, K.K.; Newman, M.J.; Larsena, A.R. Prevalence of nasal carriage and diversity of Staphylococcus aureus among inpatients and hospital staff at Korle Bu Teaching Hospital, Ghana. J. Glob. Antimicrob. Resist. 2013, 1, 189–193. [Google Scholar] [CrossRef]

	



Dekker, D.; Wolters, M.; Mertens, E.; Boahen, K.G.; Krumkamp, R.; Eibach, D.; Schwarz, N.G.; Adu-Sarkodie, Y.; Rohde, H.; Christner, M.; et al. Antibiotic resistance and clonal diversity of invasive Staphylococcus aureus in the rural Ashanti Region, Ghana. BMC Infect. Dis. 2016, 16, 720. [Google Scholar] [CrossRef]

	



Egyir, B.; Guardabassi, L.; Sørum, M.; Nielsen, S.S.; Kolekang, A.; Frimpong, E.; Addo, K.K.; Newman, M.J.; Larsen, A.R. Molecular epidemiology and antimicrobial susceptibility of clinical Staphylococcus aureus from healthcare institutions in Ghana. PLoS ONE 2014, 9, e89716. [Google Scholar] [CrossRef]

	



Egyir, B.; Guardabassi, L.; Esson, J.; Nielsen, S.S.; Newman, M.J.; Addo, K.K.; Larsen, A.R. Insights into nasal carriage of Staphylococcus aureus in an urban and a rural community in Ghana. PLoS ONE 2014, 9, e96119. [Google Scholar] [CrossRef] [PubMed]

	



Crossley, K.B.; Archer, G.L. The Staphylococci in Human Disease; Churchill Livingston: New York, NY, USA, 1997. [Google Scholar]

	



Brakstad, O.G.; Aasbakk, K.; Maeland, J.A. Detection of Staphylococcus aureus by polymerase chain reaction amplification of the nuc gene. J. Clin. Microbiol. 1992, 30, 1654–1660. [Google Scholar]

	



Skov, R.; Larson, A.R.; Kearns, A.; Holmes, M.; Teale, C.; Edwards, G.; Hill, R. Phenotypic description of mecC-MRSA: Cefoxitin is more reliable than oxacillin. J. Antimicrb. Chemother. 2014, 69, 133–135. [Google Scholar] [CrossRef]

	



Lee, P.R.; Lurie, P.; Silverman, M.M.; Lydecker, M. Drug labelling and promotion in the developing countries: An update. J. Clin. Epidemiol. 1991, 44, 49–55. [Google Scholar] [CrossRef]

	



Adu-Sarkodie, Y.A. Antimicrobial self medication in patients attending a sexually transmitted diseases clinic. Int. J. STD AIDS 1997, 8, 456–458. [Google Scholar] [CrossRef]

	



Reeves, D. The 2005 Garrod lecture: The changing access of patients to antibiotics—For better or worse? J. Antimicrob. Chemother. 2007, 59, 333–341. [Google Scholar] [CrossRef]

	



Donkor, E.S.; Tetteh-Quarcoo, P.B.; Nartey, P.; Agyeman, I.O. Self-medication practices with antibiotics among tertiary level students in Accra, Ghana: A cross-sectional study. Int. J. Environ. Res. Public Health 2012, 9, 3519–3529. [Google Scholar] [CrossRef]

	



Donkor, E.S.; Newman, M.J.; Yeboah-Manu, D. Epidemiological aspects of non-human antibiotic usage and resistance: Implications for the control of antibiotic resistance in Ghana. Trop. Med. Int. Health 2012, 17, 462–468. [Google Scholar] [CrossRef]

	



Bonsu, W.K.; Ofori-Adjei, D. An audit of prescribing practice in health care facilities of the Wassa west district of Ghana. West Afr. J. Med. 2000, 19, 298–303. [Google Scholar]

	



Tetteh-Quarcoo, P.B.; Donkor, E.S.; Attah, S.K.; Duedu, K.O.; Afutu, E.; Boamah, I.; Olu-Taiwo, M.; Anim-Baidoo, I.; Ayeh-Kumi, P.F. Microbial carriage of cockroaches at a tertiary care hospital in Ghana. Environ. Health Insights 2013, 7, 59–66. [Google Scholar] [CrossRef]

	



Eibach, D.; Nagel, M.; Hogan, B.; Azuure, C.; Krumkamp, R.; Dekker, D.; Gajdiss, M.; Brunke, M.; Sarpong, N.; Owusu-Dabo, E.; et al. Nasal Carriage of Staphylococcus aureus among Children in the Ashanti Region of Ghana. PLoS ONE 2017, 12, e0170320. [Google Scholar] [CrossRef]

	



Amissah, N.A.; van Dam, L.; Ablordey, A.; Ampomah, O.W.; Prah, I.; Tetteh, C.S.; van der Werf, T.S.; Friedrich, A.W.; Rossen, J.W.; van Dijl, J.M.; et al. Epidemiology of Staphylococcus aureus in a burn unit of a tertiary care center in Ghana. PLoS ONE 2017, 12, e0181072. [Google Scholar] [CrossRef]

	



Janssen, H.; Janssen, I.; Cooper, P.; Kainyah, C.; Pellio, T.; Quintel, M.; Monnheimer, M.; Groß, U.; Schulze, M.H. Antimicrobial-Resistant Bacteria in Infected Wounds, Ghana, 2014. Emerg. Infect. Dis. 2018, 24, 916–919. [Google Scholar] [CrossRef]








[image: Pathogens 08 00035 g001 550]





Figure 1. Antibiogram of S. aureus isolated from HIV-infected and uninfected children. 
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Table 1. Demographic and household characteristics of the study participants.
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