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Figure S1. Maximum likelihood phylogenetic tree built with 21 (2 S. haematobium NigeriaHap1&2, 
and 19 S. bovis NigeriaHap3-21) haplotypes from the present study and haplotypes from Cameroon, 
Benin, Senegal, Cote d’lvoire, Kenya and Tanzania from Genbank database. 
 


