
Insects 2017, 8, 28  S1 of S3 

 

Supplementary Materials: A Comparison of 
Deformed Wing Virus in Deformed and 
Asymptomatic Honey Bees 
Laura E. Brettell, Gideon J. Mordecai, Declan C. Schroeder, Ian M. Jones,  
Jessica R. da Silva, Marina Vicente-Rubiano and Stephen J. Martin 

 

Figure S1. High Resolution melt plot of DWV RdRp [1] RT-PCR products amplified from Brazilian 
deformed bees (red) and asymptomatic bees from cells infested with (yellow) and without Varroa 
(green). All melt peaks are in the predicted DWV type A variant region (78.5°C–82°C, [2]). 

 

Figure S2. Multiple sequence alignment (Geneious 8.1.7, Biomatters) of sequenced RdRp RT-PCR 
products amplified from Brazilian bee samples and used for HRM analysis (Figure S1) mapped to 
DWV type A. Deformed bee samples are highlighted red, asymptomatic bees from cells infested with 
Varroa are yellow and without Varroa are green, as in Figure S1. Nucleotides that differ to the 
reference sequence are highlighted. Sequences are also included for the Type B and Type C genomes 
for comparison. 
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Figure S3. Multiple sequence alignment of DWV Type A (NC_004830.2), B (AY251269.2) and C 
(ERS657949) reference sequences with contigs assembled by Vicuna in the (a) RdRp region [1] and (b) 
Capsid encoding region of the DWV genome. Nucleotides that differ to the DWV type A reference 
sequence are highlighted. DWV type A, B and C sequences are highlighted in red, blue and yellow 
respectively. 

Table S1. The primers used for RT-qPCR in this study, taken from Highfield et al. [1]. 

 

Table S2. Degree of similarity calculated using a global alignment between the DWV type C genome 
previously described [3] and the type C contigs assembled from sample HB_S67 in this study. 

Contig # Similarity 

dg-29 99.52% 

dg-10 100% 

dg-8 100% 

dg-14 99.33% 

dg-7 100% 

dg-5 100% 

dg-18 100% 

dg-0 99.38% 

dg-3 99.72% 

dg-1 99.91% 

# generated by VICUNA. 
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