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Figure S1. Multiple protein sequence alignment of a fragment of the Culex pipiens quinquefasciatus 

putative Gram-negative bacteria binding protein (CQ G1A1) with Gram-negative bacteria binding proteins 

(GNBPs) from other insects. Aligned protein sequences include the G1A1 putative translation 

product (311 amino acids; CQ G1A1 partial protein) GNBP from Cx. p. quinquefasciatus; (CQ GNBP, 

accession no. XP_001845967.1), β-1,3 glucan recognition Protein-4 from Bombyx mori (BM b1,3 glucan rec 

P-4, accession no. NP_001159614.1), GNBP from Ae. aegypti (Ae GNBP, accession no. XP_001659797.1), 

and GNBP subgroup B from Anopheles gambiae (An GNBP-B, accession no. XM_312118.3). The β-1,3-

glucan binding domain is underlined. The dots represent amino acids that are the same as in the CQ 

G1A1 partial protein sequence, the numbering represents the amino acid number, the dashes are 

included to maximize spacing. 
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Figure S2. Titration of WNV in thorax, leg, and midgut tissues dissected from two populations of Cx. 

quinquefasciatus (CPQG and CPQV) at different incubation periods after infection. Gainesville = G;  

Vero Beach = V; h = hours post infection, d = days post infection. 


