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UDP-N-acetylmuramoyl-L-alanyl-D-glutamate:meso- diaminopimelate ligase
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UDP-N-acetylmuramoyl-tripeptide:D-alanyl-D- alanine ligase
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bifunctional folylpolyglutamate synthase/ dihydrofolate synthase
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S-adenosylmethionine synthetase
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"mechanosensitive channel protein, small conductance"
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3-oxoacyl-[acyl-carrier-protein] reductase
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"enoyl-[acyl-carrier-protein] reductase, NADH-dependent"
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"4-hydroxy-3-methylbut-2-enyl diphosphate reductase, 4Fe-4S protein"
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1-hydroxy-2-methyl-2-(E)-butenyl 4-diphosphate synthase
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undecaprenyl pyrophosphate phosphatase
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B_aphidicola_G002
B_aphidicola_USDA
B_aphidicola_W106
B_aphidicola_Ua
B_aphidicola_Ak
pB_aphidicola_APS
B_aphidicola_JF98
B_aphidicola_LL01
B_aphidicola_TLW03

B_aphidicola_Tuc7

B_aphidicola_JF99
B_aphidicola_5A

B_aphidicola_LSR1

0.29

lolC
NP_415634.1

B_aphidicola_BCc
B_aphidicola_Ct

lipoprotein-releasing system transmembrane protein



————E_coli_K12_MG1655

B_aphidicola_BCc
B_aphidicola_Ct
B_aphidicola_Bp

——*B_aphidicola_Sg

B_aphidicola_F009
B_aphidicola_G002

B_aphidicola_ USDA

B_aphidicola_W106

B_aphidicola_Ua

—*B_aphidicola_Ak
*B_aphidicola_APS

B_aphidicola_JF98

B_aphidicola_LLO01
B_aphidicola_TLWO03

B_aphidicola_Tuc7

B_aphidicola_JF99
B_aphidicola_5A

B_aphidicola_LSR1

I

0.29

loID
NP_415635.4
outer membrane-specific lipoprotein transporter subunit



—————E_coli_K12_MG1655

B_aphidicola_Bp

B_aphidicola_Sg
B_aphidicola_F009
B_aphidicola_G002
B_aphidicola_USDA

B_aphidicola_W106
B_aphidicola_Ua
B_aphidicola_Ak

B_aphidicola_APS
B_aphidicola_JF98

B_aphidicola_LL01
B_aphidicola_TLWO03

B_aphidicola_5A
B_aphidicola_LSR1

0.29

lolE
NP_415636.1

B_aphidicola_BCc
B_aphidicola_Ct

lipoprotein-releasing system transmembrane protein



————E_coli_K12_MG1655

B_aphidicola_Ct
B_aphidicola_Bp

—*B_aphidicola_Sg
B_aphidicola_F009
B_aphidicola_G002

B_aphidicola_USDA

B_aphidicola_W106

B_aphidicola_Ua

—B_aphidicola_Ak
#B_aphidicola_APS
B_aphidicola_JF98

B_aphidicola_LLO01

B_aphidicola_TLWO03

B_aphidicola_Tuc7

B_aphidicola_JF99
B_aphidicola_5A

B_aphidicola_LSR1

0.29

yfio
NP_417086.1
BamABCDE complex OM biogenesis lipoprotein

B_aphidicola_BCc

YfiO

YfiO

YfiO

YfiO

YfiO
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YfiO
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YfiO

YfiO

YfiO

YfiO

YfiO
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*E_coli_K12_MG1655 ——mpA_Om

B_aphidicola_BCc
. ~{ b aphidcola Gt
B_aphidicola_Bp

——B_aphidicola_Sg ——npA_Om-
B_aphidicola_F009 —mpA_ Om
B_aphidicola_G002 —mpA Om
B_aphidicola_USDA —mpA_ Om
. B_aphidicola W106 —npA Om
B_aphidicola_Ua
—B_aphidicola_Ak —npA_Om-
*B_aphidicola_APS — mpA_Om
B_aphidicola_JF98 —— mpA_Om
B_aphidicola_LL01 — mpA_Om
B_aphidicola_TLW03 — mpA_Om
| 5_aphidicola Tuc7 — mpA_Om
« “B_aphidicola_JF99 —— mpA _Om
B_aphidicola_5A ~— mpA_Om
{B_aphidicola_LSR1 —mpA _Om
0.29
smpA
NP_417107.2

lipoprotein component of BamABCDE OM biogenesis complex



————<E_coli_ K12_MG1655

{B_aphidicola_BCc
J B_aphidicola_Ct

B_aphidicola_Bp

—*B_aphidicola_Sg

*B_aphidicola_F009

*B_aphidicola_G002

{B_aphidicola_USDA

B_aphidicola_W106

—*B_aphidicola_Ua

—*B_aphidicola_Ak

*B_aphidicola_APS

B_aphidicola_JF98

B_aphidicola_LL0O1

B_aphidicola_TLWO03

B_aphidicola_Tuc7

*B_aphidicola_JF99

{B_aphidicola_5A

B_aphidicola_LSR1

0.29

secG
NP_417642.1
preprotein translocase membrane subunit



————E_coli_K12_MG1655

{B_aphidicola_BCc
B_aphidicola_Ct

———=*B_aphidicola_Bp

—*B_aphidicola_Sg
B_aphidicola_F009
B_aphidicola_G002

B_aphidicola_USDA

B_aphidicola_W106
B_aphidicola_Ua
B_aphidicola_Ak
rB_aphidicola_APS
B_aphidicola_JF98
B_aphidicola_LL01
B_aphidicola_TLW03

B_aphidicola_Tuc7

B_aphidicola_JF99

B_aphidicola_5A

B_aphidicola_LSR1

0.29

secY
NP_417759.1
preprotein translocase membrane subunit



———E_coli_K12_MG1655

B_aphidicola_BCc

o ——*B_aphidicola_Ct

——*B_aphidicola_Bp

—*B_aphidicola_Sg

B_aphidicola_F009

B_aphidicola_G002

B_aphidicola_ USDA

B_aphidicola_W106

—*B_aphidicola_Ua

—*B_aphidicola_Ak

*B_aphidicola_APS

B_aphidicola_JF98

B_aphidicola_LL01

B_aphidicola_TLW03

B_aphidicola_Tuc7

*B_aphidicola_JF99

{B_aphidicola_5A

B _aphidicola LSR1

0.29

secE
NP_418408.1
preprotein translocase membrane subunit

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE

SecE




————E_coli_K12_MG1655

B_aphidicola_Bp

B_aphidicola_Sg
B_aphidicola_F009
B_aphidicola_G002
B_aphidicola_USDA
B_aphidicola_W106
B_aphidicola_Ua
B_aphidicola_Ak
B_aphidicola_APS
B_aphidicola_JF98

B_aphidicola_LL01
B_aphidicola_TLW03
B_aphidicola_Tuc7

B_aphidicola_JF99
B_aphidicola_5A

B_aphidicola_LSR1

0.29

SUrA
NP_414595.1

B_aphidicola_BCc
B_aphidicola_Ct

|
l

|
l

peptidyl-prolyl cis-trans isomerase (PPlase)



————<E_coli_K12_MG1655

B_aphidicola_F009
B_aphidicola_G002
B_aphidicola_USDA
B_aphidicola_W106
B_aphidicola_Ua
B_aphidicola_Ak
rB_aphidicola_APS
B_aphidicola_JF98
B_aphidicola_LL01
B_aphidicola_TLW03

B_aphidicola_Tuc7

B_aphidicola_JF99

B_aphidicola_5A

B_aphidicola_LSR1

0.29

degP
NP_414703.1
"serine endoprotease (protease Do), membrane-associated"



———————E_coli_K12_MG1655

B_aphidicola_BCc
. -
B_aphidicola_Bp

—*B_aphidicola_Sg

B_aphidicola_F009

B_aphidicola_G002

B_aphidicola_ USDA

B_aphidicola_W106
B_aphidicola_Ua

—*B_aphidicola_Ak

*B_aphidicola_APS
B_aphidicola_JF98

B_aphidicola_LLO01

B_aphidicola_TLWO03

B_aphidicola_Tuc7

*B_aphidicola_JF99

{B_aphidicola_SA

B_aphidicola_LSR1

0.29

secB
NP_418066.1
protein export chaperone



————E_coli_ K12_MG1655

B_aphidicola_Bp

B_aphidicola_Sg
B_aphidicola_F009
B_aphidicola_G002
B_aphidicola_USDA
B_aphidicola_W106
B_aphidicola_Ua
B_aphidicola_Ak

B_aphidicola_APS
B_aphidicola_JF98
B_aphidicola_LLO1

B_aphidicola_TLWO03
B_aphidicola_Tuc7
B_aphidicola_JF99
B_aphidicola_5A

B_aphidicola_LSR1

0.29

mdIA
NP_414982.1

B_aphidicola_BCc
B_aphidicola_Ct

putative multidrug ABC transporter ATPase



——E_coli_ K12_MG1655

B_aphidicola_Bp

B_aphidicola_Sg
B_aphidicola_F009
B_aphidicola_G002
_aphidicola_USDA
B_aphidicola_W106
B_aphidicola_Ua
B_aphidicola_Ak

B_aphidicola_APS
B_aphidicola_JF98
B_aphidicola_LLO01

B_aphidicola_TLW03
B_aphidicola_Tuc7
B_aphidicola_JF99
B_aphidicola_5A

B_aphidicola_LSR1

mdIB
NP_414983.1

B_aphidicola_BCc
B_aphidicola_Ct

putative multidrug ABC transporter ATPase



——————E_coli_K12_MG1655

B_aphidicola_BCc
B_aphidicola_Ct

B_aphidicola_5A
B_aphidicola_LSR1

0.29

mdtK
YP_025307.1
multidrug efflux system transporter
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————————<E_coli_K12_MG1655

{B_aphidicola_BCc
B_aphidicola_Ct

—*B_aphidicola_Bp

—*B_aphidicola_Sg

B_aphidicola_F009

B_aphidicola_G002

B_aphidicola_USDA

B_aphidicola_W106

B_aphidicola_Ua

—*B_aphidicola_Ak
*B_aphidicola_APS
B_aphidicola_JF98

B_aphidicola_LL0O1

B_aphidicola_TLWO03

B_aphidicola_Tuc7

B_aphidicola_JF99
B_aphidicola_5A

B_aphidicola_LSR1

0.29

yhgN
NP_417892.1
UPF0056 family inner membrane protein



